UniprotKB Entry name |organism (full name oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular |cytosol nucleus mitochndrion en(.ioplasmlc golgi plasma
ID sites sites reticulum apparatus membrane
Q8BWFO0 |SSDH_MOUSE [Mus Succinate- 29.598451 NaN S403;5487 37453647;36288343;37507081;406 [MATCFLLRSFWAARPALPPPGRFRP [True False 0.516 [0.469 (5.0 False False False
musculus |semialdehyde 84658 EPAGTPRRSYASGPGGLHADLLRGD
dehydrogenase, SFVGGRWLPAPATFPVYDPASGAKL

mitochondrial

GTVADCGVPEARAAVRAAYDAFNSW
KGVSVKERSLLLRKWYDLMIQNKDD
LAKIITAESGKPLKEAQGEILYSALFL
EWFSEEARRIYGDIIYTSAKDKRGLV
LKQPVGVAAIITPWNFPSAMITRKVG
AALAAGCTVVVKPAEDTPYSALALAQ
LANQAGIPAGVYNVIPCSRNKAKEV
GEVLCTDPLVSKISFTGSTATGKILL
HHAANSVKRVSMELGGLAPFIVFDS
ANVDQAVAGAMASKFRNAGQTCVC
SNRFLVQRGIHDSFVTKFAEAMKKS
LRVGNGFEEGTTQGPLINEKAVEKV
EKQVNDAVAKGATVVTGGKRHQSG
GNFFEPTLLSNVTRDMLCITEETFG
PLAPVIKFDKEEEAVAIANAAEVGLA
GYFYSQDPAQIWRVAEQLEVGMVGV
NEGLISSVECPFGGVKQSGLGREGS

KYGIDEYLEVKYVCYGGL




