UniprotKB Entry name organism (full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion ent.loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q8BWQ1 |UD2A3 MOUSE Mus UDP- 23.627151 NaN NaN 37453647 MVSEKCVAAFFLLQLCWAGCGFCS [False False 1.837 [1.985 [1.828 2.025 2.704 2.796 1.774

musculus

glucuronosyltransferase
2A3

KVLVWPCDMSHWLNLKTILEELGA
RGHEVTVLKYPSIIIDQSKRIPLHFEN
IPLLYEIETAENRLNEIANLAVNVIPN
LSLWEAAKTLQDFFLQVTGDFESIC
RSVLYNQKFMDKLRDAQYDVVVIDP
IVVPCGELVAEVLQIPFVYTLRFSMGY
YMEKHCGQLPIPLSYVPVVMSELTD
NMTFTERVKNMMFSLLFEYWLQQY
DFAFWDQFYSETLGRPTTFCKTVGK
IADIWLIRTYWDVEFPRPYLPNFEFVG
GLHCKPAKPLPKEMEEFVQSSGEH
GVVVFSLGSMVKNLTEEKANLIASV
LAQIPQKVLWRYSGKKPATLGSNTR
LFNWIPQNDLLGHPKTKAFITHGGT
NGIYEAIYHGVPMVGVPMLGDQPH
NIAHMEAKGAALKVSISTMTSTDLLS
IAVRAVINEPSYKENAMRLSRIHHDQ
PVKPLDRAVFWIEFVMRHKGAKHLR
IVAAHDLSWFQYHSLDVIGFLLLCVV
TLTFIITKFCLFVCQKLYMKESKKMG

NRKKKN




