}JI;I iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em!oplasmlc golgi plasma extl.“acellular
name sites sites reticulum apparatus membrane region
Q8BWS5  |GRIN3_MOUSE Mus G protein- [39.124909 S414 S323;S359 34678516;40885482 MGTVPDPLRVTKASIVAASGKEESR |[False False 1.896 (3.044 |0.638 False False 1.19 0.909
musculus [regulated GESQSVSPQPAQPDNNASGIGNVPA
inducer of ELSLQLSAAAQALMQACVSESSQQD
neurite MASPGVFSEGEPVSPKQKTPDDFLL
outgrowth HGSKESAAPGLNATAQKELISAPCLI

3

SVVQHTHHAIQRDAPNTSTCAVPEG
SLVKSEANSNGENPEKPGCPARVTC
CSSKNQEGLCDFPSPENSQGILQTP
DIASPSADRPEGEGQKVINNITAVSS
EPPVREGCSENKQPSATALNTTAER
SENPPPSHLTSKGATCSSEARQALLP
IAQYPVSRFKEASTMTCQAESGAKEV
SGRAWQDAEVQAVASVESRSVSTSP
SILPAYLKENPAPELENGQEQLRVIC
HGKGSGNHLLELSNSMVDSQESRQ
CPSIVPQVHIQAATATPAAFKGGCKP
IANQPAEGLKSPLIHVTSSQNTETEE
DLRLSASKEATSRQPEGTNPDFQKA
NAIGQISLPAGSQAEINQGLWNSGP
REPEIVVKTAKDHKAESSCKPSNSG
GGANKDYPPESLDPTDKKGAKDKKP
IASPLIVKDHAPGATSTLDAKTLLLNP
KSQVKEGEGPEVSPAPSPGRKSQQN
TLEELRQPKTVMSLSLPSDGTGDSS
PGSGKRTPSLSVKASPRRGSRVSEFL
KELSVTAAAAQVGLTPGEKKKQLGA
DSKLHLKQSKRVRDVVWDDQGMT
WEVYGASLDPESLGVAIQNHLQRQI
REHEKIVKTQSGQTRRSISSDSSSSK
KLKGRQHGVLQSMLQNFRRPNCCV
RPAPSSVLD




