}J];l iprotKB Entry name |organism full name [oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular
sites sites reticulum apparatus membrane region
Q8BWY3 |ERF1_MOUSE Mus Eukaryotic [23.627151 NaN T347 37453647 MADDPSAADRNVEIWKIKKLIKSLEA [True False 4.371 |2.505 |1.514 1.313 0.553 1.259 1.041
musculus |peptide IARGNGTSMISLIIPPKDQISRVAKML
chain ADEFGTASNIKSRVNRLSVLGAITSV
release QQRLKLYNKVPPNGLVVYCGTIVTEE
factor GKEKKVNIDFEPFKPINTSLYLCDNK
subunit 1 FHTEALTALLSDDSKFGFIVIDGSGA

LFGTLQGNTREVLHKFTVDLPKKHG
RGGQSALRFARLRMEKRHNYVRKV
AETAVQLFISGDKVNVAGLVLAGSA
DFKTELSQSDMFDQRLQSKVLKLVD
ISYGGENGFNQAIELSTEVLSNVKFI
QEKKLIGRYFDEISQDTGKYCFGVED
TLKALEMGAVEILIVYENLDIMRYVL
HCQGTEEEKILYLTPEQEKDKSHFT
DKETGQEHELIESMPLLEWFANNYK
KFGATLEIVTDKSQEGSQFVKGFGGI
GGILRYRVDFQGMEYQGGDDEFFDL
DDY




