NKLQKLPPDPLFQRAQVLATSGIISP
STFALSFGGNPLHCNCELLWLRRLS
REDDLETCASPALLTGRYFWSIPEEE
FLCEPPLITRHTHEMRVLEGQRATL
RCKARGDPEPATHWISPEGKLISNAT
RSLVYDNGTLDILITTVKDTGAFTCIA
SNPAGEATQTVDLHIIKLPHLLNSTN
HIHEPDPGSSDISTSTKSGSNASSSN
GDTKMSQDKIVVAEATSSTALLKFN
FQRNIPGIRMFQIQYNGTYDDTLVYR
MIPPTSKTFLVNNLASGTMYDLCVL
IATYDDGITSLTATRVVGCIQFTTEQDY
VRCHFMQSQFLGGTMIIIIGGIIVASV
LVFIIILMIRYKVCNNNGQHKVTKVS
NVYSQTNGAQMQGCSVTLPQSMSK
QAMGHEENAQCCKVASDNAIQSSE
TCSSQDSSTTTSALPPTWTSSAPVSQ
KQKRKTGTKPSAEPQSEAVTNVESQ
NTNRNNSTALQLASCPPDSVTEGPT
SQRAHTKPNALLTNVDQNVQETQR

LESI

UniprotKB Entry name organism [full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular cytosol nucleus jmitochndrion en('loplasmlc golgi plasma extrhacellular
ID sites sites reticulum apparatus membrane region
Q8BXA0 LRFN5 MOUSE |Mus Leucine- |24.474581 NaN NaN 33300544 MEKFLFYLFLIGIAVRAQICPKRCVC |None None None |[None None None None None None
musculus [rich QILSPNLATLCAKKGLLFVPPNIDRR

repeat and TVELRLADNFVTNIKRKDFANMTSL

fibronectin VDLTLSRNTISFITPHAFADLRNLRA

type-III LHLNSNRLTKITNDMFSGLSNLHHL

domain- ILNNNQLTLISSTAFDDVFALEELDL

containing SYNNLETIPWDAVEKMVSLHTLSLD

protein 5 HNMIDNIPKGTFSHLHKMTRLDVTS




