}Jl;l iprotKB Entry name |organism ffull name |oglcnacscore joglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion em!oplasmlc ’a
sites reticulum |ap)
Q8BXL9 IFFO1_MOUSE |Mus Non- 54.376411 S162;5169;S170;T175;S176;S363 [NaN 22517741;22645316;40885482;400 |MNPLFGPNLFLLQQEQQGLAGPLG (True False 1.219 |4.404 |0.375 False Fal
musculus (homologous 21952;30059200;30016717 DPLGGDHFAGGGDLASAPLASAGPS
end joining AYSPPGPGPAPPAAMALRNDLGSNI
factor NVLKTLNLRFRCFLAKVHELERRNR
IFFO1 LLEKQLQQALEEGKQGRRGLARRD

QAVQTGFISPIRPLGLPLSSRPAAVCP
PSARVLGSPSRSPAGPLASSAACHTS
SSTSTSTAFSSSTRFMPGTIWSFSHA
RRLGPGLEPTLVQGPGLSWVHPDGV
GVQIDTITPEIRALYNVLAKVKRERD
EYKRRWEEEYTVRIQLQERVTELQE
EAQEADACQEELAMKVEQLKAELVV
FKGLMSNNLTELDTKIQEKAMKVD
MDICRRIDITAKLCDLAQQRNCEDM
IQMFQKKLVPSMGGRKRERKAAVEE
DTSLSESDGPRQPEGAEEESTALSIN
EEMQRMLSQLREYDFEDDCDSLTW
EETEETLLLWEDFSGYAMAAAEAQG
EQEDSLEKVIKDTESLFKTREKEYQE
TIDQIELELATAKNDMNRHLHEYME
MCSMKRGLDVQMETCRRLITQSGD
RKSPAFTAVPLSDPPPPPSETEDSDR
DVSSDSSMR




