UniprotKB Entry name |organism full name |oglcnacscore og.]lcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl.*acellular
ID sites sites reticulum apparatus i membrane region
Q8BY89 CTL2_MOUSE |Mus Choline 28.201711 NaN T14 39627609;33300544 MGKDSQNYYGKHGTPQKYDPTFKG ([True True 1.369 |1.587 |4.352 1.179 1.118 4.738 1.67
musculus [transporter- PIYNRGCTDVICCVLLFLAIVGYVAVG
like protein ITAWTHGDPRKVIYPTDSRGEFCGQK
2 GTKNADKPFLFYFNIVKCANPLVLLE

FHCPTPQICVKQCPDRYLTLLSARNT
RDFDYYKQFCVPGFQNNKGVTEILR
DGECPAVITPSKPLAQRCFPAITHASK
GVLMVGNETTYEDGHGARKNITDLV
EGAKKANKILEARQLAMQIFEDYTV
SWYWIIIGLVIAMVLSLLFIVLLRFLA
GIMVWVMIVMVILVLGYGIFHCYME
IYSRLRGEAGSDVSLVDLGFQTDLRV
YLHLRQTWMAFMIILSILEVVIILLLI
FLRKRILIAIALIKEASRAVGHVMCSL
LYPLVTFFLLCLCIAYWASTSVFLSTS
NTAVYKVVDDTACPLLRKTCNPETF
PLRNESLQCPTARCQFAFYGGESTY
HRALLGLQIFNAFMFFWLANFVLAL
GQVTLAGAFASYYWAMRKPDDMPA
FPLFSAFGRALRYHTGSLAFGSLILAI
IVQIIRVMLEYLDQRLKAAQNKFAKFL
MVCLKCCFWCLEKFIKFLNRNAYIM
IAIYGTNFCTSARNAFFLLMRNIIRVA
\VLDKVTDFLFLLGKLLIVGSVGILAFF
FFTHRIRIVQDTAPPLNYYWVPILTVI
IGSYLIAHGFFSVYGMCVDTLFLCFL
EDLERNDGSAERPYFMSSTLKKLLN
KTNKKVAES




