}J];l iprotKB Entry name |organism full name [oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol nucleus mitochndrion en(?oplasmlc golgi plasma extl"acellular
sites sites reticulum apparatus membrane region
Q8BYAO TBCD_MOUSE Mus Tubulin- |25.685855 NaN NaN 39627609 MVLSNEPAASAAEEEVEDDALVRAS [False True 2.293 |1.147 |0.982 0.628 1.081 4.642 0.87
musculus |specific IALEAFGESAETRALLRSLPAVHRERA
chaperone SREVAEERFRVIMDKYQEQPHLLDP
D HLEWMMNSLLDLVQDETSLPDLVH

LAFKFLYIITKVRGYKVFLRLFPHEVA
NVQPVLDMFTGQNPKDHETWETRY
MLLLWLSVTCLIPFDFSRLDGNLST
QTGETRVPTMDRILQIAESYLVVSDK
ARDAAAVLVSKFITRPDVKQRKMAS
FLDWSLCTLAHSSFQTIEGVITMDG
MLQALAQIFKHGKREDCLPYANTVL
QCLDGCRLPESSHTSLRKLGVKLVQ
RLGLTFLKPKVATWRYQRGCRSLAA
NLKLCAPGKSDQKLLSDSLTSDGDE
DYDVPEGVETVIEQLLVGLKDKDTVV
RWSAAKGIGRMAGRLPRELADDVVG
SVLDCFSFQETDKAWHGGCLALAEL
GRRGLLLPSRLSEVVTVILKALTYDE
KRGACSVGANVRDAACYVCWAFAR
IAYEPQELTPFVTAISSALVIAAVFDRN
IVNCRRAASAAFQENVGRQGTFPHGI
DILTTADYFAVGNISNCFLIISVFIAG
FQEYTKPMIDHLVSMKINHWDGAIR
ELSAKALHNLTPQVPEYIAMHVFPA
LLLMTQSPDLHTRHGAILACAEVTY
ALYKLATQSNRLVTDYLDEKAVQSL
KQIHQQLCDRHLYRGLGGELMRQA
IVCILIEKLSLSRMPFKGDATVEGWQ
'WLINDTLRSLHLVSSHSRQQIKEVA
IVSALTALCSEYYVKEPGEAGSSIAKE
LIPQYLAELQSPEEMARCGFSSALGA
LPGFLLRGHLQQVLSGLRRVTCISPN
DVSFAEARRDGLKAISRICQTVGVNT
RGPPDEVICKENISEVYAALLGCMSD
IYTTDSRGDVGAWVREAAMTSLMDL
MLLLARTEPVLIEAHICERVMCCVA
QQASEKIDRFRAHAARVFLTLLHFD
SPPIPHVPHRQELESLFPRSDVATVN
'WNAPSQAFPLITQLLGLPTYRYHVLL
GLAVSVGGLTESTVRHSTQSLFEYM
KGIQKDAQVLQSFSETLLKVFEDNLL
NDRVSVSLLKMLDQLLANGCFDIFT
IAEENHPFCVKLLTLCKEEIKKSKDIQ
KLRSSIAVLCGMVQFNGDVRKKILL
QLFLLLGHPFPVIRKSTASQVYEMVL
TYSDLVDAEVLDEVMSVLSDTAWDA
ELPVVREQRNRLCDLLGVPRPQLVP
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