
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8BYM5 NLGN3_MOUSE Mus
musculus

Neuroligin-
3

24.474581 NaN S722;T769 33300544 MWLQPSLSLSPTPTVGRSLCLTLGF
LSLVLRASTQAPAPTVNTHFGKLRG
ARVPLPSEILGPVDQYLGVPYAAPPIG
EKRFLPPEPPPSWSGIRNATHFPPVC
PQNIHTAVPEVMLPVWFTANLDIVA
TYIQEPNEDCLYLNVYVPTEDGSGAK
KQGEDLADNDGDEDEDIRDSGAKPV
MVYIHGGSYMEGTGNMIDGSVLASY
GNVIVITLNYRVGVLGFLSTGDQAAK
GNYGLLDQIQALRWVSENIAFFGGD
PRRITVFGSGIGASCVSLLTLSHHSE
GLFQRAIIQSGSALSSWAVNYQPVKY
TSLLADKVGCNVLDTVDMVDCLRQ
KSAKELVEQDIQPARYHVAFGPVIDG
DVIPDDPEILMEQGEFLNYDIMLGV
NQGEGLKFVEGVVDPEDGVSGTDF
DYSVSNFVDNLYGYPEGKDTLRETIK
FMYTDWADRDNPETRRKTLVALFTD
HQWVEPSVVTADLHARYGSPTYFYA
FYHHCQSLMKPAWSDAAHGDEVPY
VFGVPMVGPTDLFPCNFSKNDVML
SAVVMTYWTNFAKTGDPNKPVPQD
TKFIHTKANRFEEVAWSKYNPRDQL
YLHIGLKPRVRDHYRATKVAFWKHL
VPHLYNLHDMFHYTSTTTKVPPPDT
THSSHITRRPNGKTWSTKRPAISPAY
SNENAPGSWNGDQDAGPLLVENPR
DYSTELSVTIAVGASLLFLNVLAFAA
LYYRKDKRRQEPLRQPSPQRGTGAP
ELGTAPEEELAALQLGPTHHECEAG
PPHDTLRLTALPDYTLTLRRSPDDIP
LMTPNTITMIPNSLVGLQTLHPYNTF
AAGFNSTGLPHSHSTTRV

False True 1.901 1.929 1.899 1.727 1.492 4.598 2.619


