}Jl;l iprotkB Entry name organism [full name [oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular [extracellular |cytosol nucleus mitochndrion em?oplasmlc golgi plasma extr"acellular
sites sites reticulum apparatus  membrane region
Q8BZ25 IANKK1 _MOUSE |Mus Ankyrin 26.088944 'T679;T684 |NaN 30016717 MVPHRARRLLNPMAVGPLAQQLGS |None None None [None None None None None None
musculus |repeat LTVFTRDDFEEEWHLVASGGFSKVF
and QARHKRWRTQYAIKCSPCLQKETTS
protein SEVTCLFEEAVKMEKIKFQHIVSIYG
kinase IVCKQPLGIVMEFMASGSLEKTLPTH
domain- SLCWPLKLRIIHETSLAMNFLHSIKP
containing PLLHLDLKPGNILLDNNMHVKISDF
protein 1 GLSKWMEQSTQKQYIERSALRGTLS

YIPPEMFLENNKAPGPEYDVYSFAIV
IWEILTQKKPYAGLNMMTIIIRVAAG
MRPSLQDVSDEWPEEVHQMVNLM
KRCWDQDPKKRPCFLNVAVETDML
LSLFQSPMTDPGCEALTQKVSCKPS
LSQPHKVSKEVNQEIADSVSSDSLK
WILQLSDSKSLVASDVYENRVTPLH
FLVAGGSLEQVRLLLSHDVDVDCQT
IASGYTPLLIATQDQQPDLCALLLAHG
IADTNLADEDGWAPLHFAAQNGDDH
TARLLLDHGALVNAREHEGWTPLH
LAAQNNFENVARLLVSRQADLSPHE
IAEGKTPLHVAAYFGHIGLVKLLSGQ
GAELDAQQRNLRTPLHLAVERGKVR
IAIQHLLKCGALPDALDHSGYSPLHIA
IAARGKDLIFKMLLRYGASLELRTQQ
GWTPLHLATYKGHLEITHQLAKSHV
DLDALGSMQWTPLHLAAFQGEEGV
MLALLQCGANPNAAEQSGWTPLHL
IAVHKGTFLGITHLLEYGADIHACNK
IVGWTPAHLAALKGNTAILKVLVKAA
IAQVDVKGGVSCTPLQLAIHSPK




