
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites
phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8BZ60 STON2_MOUSE Mus
musculus

Stonin-
2

36.83566 T686 T253;S278;S299;S759 40885482 MTTLDHVIATHQSEWVSFSEEPLFP
TPLEGGTEEHFPGLSSSSERSESSSG
ENHVVDEGSQDLSHSEQDDSSEKM
GLISEAASPPGSPVQPTPDLASAISN
WVQFEDDTPWSSTSPPHKETALTLT
MPCWTCPSFDSLRRCPLTSESSWTT
HSEDTSSPSVAPSYTDLQLINTEEQA
SGRASGTDSTDNSSSLQEDEEVEME
AISWWAGSPAMNGHPAAPPVTTARF
PSWVTFEDNEVGCPSPPVPSPKKPN
TPSAATAAPDVPFNSTGSFKRDRPKS
TLMNLPKVQKLDISSLNRPPSVIEAP
PWRATNPFLNETLQDVQPSPINPFS
AFFEEQERRSQNSSVSSTTGKSQRD
SLIVVYQDAISFDDSGKSQPHPDAIE
KLKQLQIDDPDPVGNTALPDDDPTA
SVELDAPSPASALSQPRDGWPMML
RIPEKKNIMSSRHWGPIYIKLTASGY
LQLYYEQGLEKPFREFKLEICHEVSE
PRLQNYDENGRIHSLRIDRVTYKEKK
KYQPKPAVAHAAEREQVIKLGTTNY
DDFRSFIHAVQDRLMDLPVLSMDLS
TVGLNYLEEEITVDVRDEFSGTVGKG
DNQILQHHVLTRIHILSFLSGLAECR
LGLNDILIKGNEIVSRQDIMPTTTTK
WIKLHECRFHGCVDEDVFNSSRVIL
FNPLDACRFELMRFRTVFAEKTLPF
TLRTAASINGAEVEVQSWLRMSPGF
SSNRDPLTQVPCENVMVRYPVPSE
WVKNFRRDSVLGEKSLKAKVNRGA
SFGSAGASGSEPVMRVTLGTAKYEH
AFNSIVWRINRLPDKNSASGHPHCF
FCHLELGSDREVPSRFANYVNVEFS
MPTTSASKAAVRSVSVEDKPDVRKW
VNYSAHYSYKVEIEQKKSLKPDFEGE
DLENPKECGVQ

False False 3.959 3.588 0.86 0.85 0.81 1.588 1.097


