UniprotkB Entry name organism full name oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular |extracellular (cytosol nucleus mitochndrion em?oplasmlc golgi [plasma extl:acellular
ID sites sites reticulum apparatus [ membrane region
Q8BZ81 LRRT3_MOUSE |Mus Leucine-rich 24.474581 NaN NaN 33300544 MGFNVIRLLRGSAVAVVLAPTVLLT |[None None None |None None None None None None
musculus [repeat MLSSAERGCPKGCRCEGKMVYCES
transmembrane QKLQEIPSSISAGCLGLSLRYNSLQK
neuronal LKYNQFKGLNQLTWLYLDHNHISNI
protein 3 DENAFNGIRRLKELILSSNRISYFLN

NTFRPVINLRNLDLSYNQLHSLGSE
QFRGLRKLLSLHLRSNSLRTIPVRIF
QDCRNLELLDLGYNRIRSLARNVFA
GMIRLKELHLEHNQFSKLNLALFPR
LVSLQNLYMQWNKISVIGQTMSWT
'WSSLQRLDLSGNEIEAFSGPSVFQC
VPNLQRLNLDSNKLTFIGQEILDSWI
SLNDISLAGNIWECSRNICSLVNWL
RSFKGLRENTIICASPKELQGVNVID
AVKNYSICGKSTTTERFDLARALPKP
TFKPKLPRPKHESKPPLPPTVGATEP
SPETDVDTEHISFHKIIAGSVALFLSV
LVILLVMYVSWKRYPASMKQLQQRS
LMRRHRKKKRQSLKQMTPGTQEFY
VDYKPTNTETSEMLLNGTGPCTYSK
SGSRECEIPLSMNVSTFLAYDQPTIS
YCGVHHELLSHKSFETNAQEDTME

SHLETELDLSTITSAGRISDHKPQLA




