UniprotKB Entry name organism |full name loglcnacscore |oglcnac sites p.h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion enc:!oplasmlc golgi plasma

ID sites reticulum apparatus membra

Q8BZB3 TM266_MOUSE [Mus Transmembrane |51.794464 S378;5381;T400 [NaN 22517741;22645316;40885482 MALVTSFNMANPQPAIEGGISEVEII |False True 2.416 |False False False False 4.648
musculus [protein 266 SQQVDEETKSIAPVQLVNFAYRDLPL

IAAVDLSTGGSQLLSNLDEEYQREGS
DWLKPCCGKRAAVWQVFLLSASLN
SFLVACVILVVILLTLELLIDTKLLQFS
NAFQFAGVIHWISLVILSVFFSETVL
RIVVLGIWDYIENKIEVFDGAVIILSL
IAPMVASTVANGPRSPWDAISLIIMFR
IWRVKRVIDAYVLPVKLEMEMVTQQ
YEKAKAIQDEQLERLTQICQEQGFEI
RQLRAHLAQQDLDLAAEREAALQAP
HVLSQPRSRYKVVEAGTWAEETAAE
SIVEELRPSQEATVKDDMNSYISQYY
NGPSSDSGAPEPAVCVVTTAAIDIHQ
PNVPSDLFSVDLPLKLSGNSTCASAT
SETTSHSTCGSVTRAQSASSQTLGSS
TDCSTPREELLPSKPRSSPLPLLLPP
QQLVAEATVQDLMSSLSKDPCPSHK
IALDPAPLAQPTPLGSVQTSPELEHRV
SLFNQKNQEALPVLQINPVIHLQPTA
GLEEKFRSLESKEPKLHTVPEA




