
UniprotKB
ID Entry	name organism full

name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic
reticulum

golgi
apparatus

plasma
membrane

extracellular
region

0

Q8BZQ7 ANC2_MOUSE Mus
musculus

Anaphase-
promoting
complex
subunit	2

25.685855 NaN S233;S329;S485;S549;S712;T825 39627609 MEAEGVAVAAAAAAAAAAATIIASDD
CDSRPGQELLVAWNTVSTGLVPPAA
LGLASSRTSGAVPPKEEELRAAVEVL
RGHGLHSVLEEWFVEVLQNDLQGN
IATEFWNAIALRENSVDEPQCLGLLL
DAFGLLESRLDPYLHSLELLEKWTR
LGLLMGAGAQGLREKVHTMLRGVL
FFSTPRTFQEMVQRLYGRFLRVYMQ
SKRKGEGGTDPELEGELDSRYARRR
YYRLLQSPLCAGCGSDKQQCWCRQ
ALEQFNQLSQVLHRLSLLERVCAEA
VTTTLHQVTRERMEDRCRGEYERSF
LREFHKWIERVVGWLGKVFLQDNP
TRPTSPEAGNTLRRWRCHVQRFFYR
IYATLRIEELFSIIRDFPDSRPAIEDLK
YCLERTDQRQQLLVSLKVALETRLL
HPGVNTCDIITLYISAIKALRVLDPSM
VILEVACEPIRRYLRTREDTVRQIVAG
LTGDSDGTGDLAVELSKTDPACLET
GQDSEDDSGEPEDWVPDPVDADPV
KSSSKRRSSDIISLLVSIYGSKDLFIN
EYRSLLADRLLHQFSFSPEREIRNVE
LLKLRFGEAPMHFCEVMLKDMADS
RRINANIREEDEKRPVEEQPPFGVYA
VILSSEFWPPFKDEKLEVPEDIRAAL
DVYCKKYEKLKAMRTLSWKHTLGLV
TMDVELADRTLSVAVTPVQAVVLLY
FQNQASWTLEELSKVVKMPVALLRR
RMSVWLQQGVLREEPPGTFSVIEEE
RPQDRDNMVLIDSDDESDSGMASQ
ADQKEEELLLFWAYIQAMLTNLESL
SLERIYSMLRMFVMTGPALAEIDLQ
ELQGYLQKKVRDQQLIYSAGVYRLPK
NSN

True False 2.097 4.33 0.813 0.777 False 1.007 0.814


