UniprotKB Entry name |organism |full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |[sequence intracellular extracellular [cytosol nucleus mitochndrion enc‘loplasmw golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane region
Q8C092 TAF5 MOUSE [Mus Transcription |24.992371 S72 NaN 36852467 MAALAEEQTEVAVKLEPEGPPTLLPP [None None None |[None None None None None None
musculus |initiation QAGDGAGEGSGGTPNNGPNGGGGG
factor TFIID NVAVAAAAGGDGGTPKPGVAVSAAA
subunit 5 PAGAAPVPAAPAEAGAPHDRQTLLA

VLQFLRQSNLREAEEALRREARLLE
EAVAGSGAPGELDGAGAEAASALLS
RVTASVPGSAAPEPPGTGASVTSVFS
GSASGPAAPGKVASVAVEDQPDVSA
VLSAYNQQGDPTMYEEYYSGLKHFI
ECSLDCHRAELSQLFYPLFVHMYLE
LVYNQHENEAKSFFEKFHGDQECY
'YQDDLRVLSSLTKKEHMKGNETML
DFRTSKFVLRIYRDSYQLLKRHLQEK
QNNQIWNIVQEHLYIDIFDGMPRSK
QQIDAMVGSLAGEAKREANKSKVFF
GLLKEPEIEVPLDDEDEEGENEEGK
PKKKKPKKDSIGSKSKKQDPNAPPQ
NRIPLPELKDSDKLDKIMNMKETTK
RVRLGPDCLPSICFYTFLNAYQGLTA
VDVTDDSSLIAGGFADSTVRVWSVT
PKKLRSVKQASDLSLIDKESDDVLER
IMDEKTASELKILYGHSGPVYGASFS
PDRNYLLSSSEDGTVRLWSLQTFTC
LVGYKGHNYPVWDTQFSPYGYYFVS
GGHDRVARLWATDHYQPLRIFAGHL
ADVNCTRYHPNSNYVATGSADRTVR
LWDVLNGNCVRIFTGHKGPIHSLTF
SPNGRFLATGATDGRVLLWDIGHGL
MVGELKGHTDTVCSLRFSRDGEILA
SGSMDNTVRLWDAVKAFEDLETDD
FTTATGHINLPENSQELLLGTYMTK

STPVVHLHFTRRNLVLAAGAYSPQ




