UniprotKB Entry name organism full name |oglcnacscore oglcnac p'h osphorylation PMIDS sequence intracellular extracellular cytosol nucleus jmitochndrion em!oplasmlc golgi o extl:acellular
ID sites sites reticulum apparatus membrane [region
Q8COM9 |ASGL1_MOUSE Mus Isoaspartyl [27.83319 NaN NaN 39927985;37507081 MACARGTVAPPVRASIDVSLVVVVH |False False False |False 2.906 False False False False
musculus [peptidase/L- GGGASNISANRKELVREGIARAATE
asparaginase

GYKILKAGGSAVDAVEGAVTVLEND
PEFNAGYGSVLNVNGDIEMDASIMD
GKDLSAGAVSAVRCIANPVKLARLV
MEKTPHCFLTGHGAEKFAEDMGIP
QVPVEKLITERTKKHLEKEKLEKGA
QNADCPKNSGTVGAVALDCRGNLA
'YATSTGGIVNKMVGRVGDSPCIGAG
GYADNNLGAVSTTGHGESILKVNLA
RLALFHVEQGKTVEEAAQLALDYMK
SKLKGLGGLILVNKTGDWVAKWTSA
SMPWAAVKNGKLQAGIDLCETRTRD
LPC




