UniprotKB Entry name organism [full name |oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular |extracellular |cytosol nucleus mitochndrion em!oplasmlc golgi plasma extr'acellular
ID sites sites reticulum apparatus membrane [region
Q8C153 Q8C153_MOUSE Mus Tr-type G |26.09834 NaN NaN 36064721 MVNFTVDQIRAIMDKKANIRNMSVI |None None None |None None None None None None
musculus |domain- IAHVDHGKSTLTDSLVCKAGITIASARA
containing GETRFTDTRKDEQERCITIKSTAISLF
protein YELSENDLNFIKQSKDGSGFLINLID

SPGHVDFSSEVTAALRVTDGALVVV
DCVSGVCVQTGTVLRQAIAERIKPVL
MMNKMDRALLELQLEPEEIYQTFQ
RIVENVNVIISTYGEGESGPMGNIMI
DPVLGTVGFGSGLHGWAFTLKQFAE
MYVAKFAAKGEGQLSAAERAKKVED
MMKKLWGDRYFDPANGKFSKSANS
PDGKKLPRTFCQLILDPIFKVFDAIM
NFRKEETAKLIEKLDIKLDSEDKDKE
GKPLLKAVMRRWLPAGDALLQMITI
HLPSPVTAQKYRCELLYEGPPDDEA
IAMGIKSCDPKGPLMMYISKMVPTSD
KGRFYAFGRVFSGVVSTGLKVRIMG
PNYTPGKKEDLYLKPIQRTILMMGRY
IVEPIEDVPCGNIVGLVGVDQFLVKTG
TITTFEHAHNMRVMKFSVSPVVRVA
IVEAKNPADLPKLVEGLKRLAKSDPM
IVQCIIEESGEHIIAGAGELHLEICLKD
LEEDHACIPIKKSDPVVSYRETVSEE
SNVLCLSKSPNKHNRLYMKARPFPD
GLAEDIDKGEVSARQELKARARYLA
EKYEWDVAEARKIWCFGPDGTGPNI
LTDITKGVQYLNEIKDSVVAGFQWAT
KEGALCEENMRGVRFDVHDVTLHA
DATHRGGGQIIPTARRCLYASVLTAQ
PRLMEPIYLVEIQCPEQVVGGIYGVL
NRKRGHVFEESQVAGTPMFVVKAYL
PVNESFGFTADLRSNTGGQAFPQCV
FDHWQILPGDPFDNSSRPCQVVAET
RKRKGLKEGIPALDNFLDKL




