UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular extracellular |cytosol [nucleus mitochndrion en@oplasmlc golgi plasma extl:acellular
ID name sites sites reticulum apparatus membrane region
Q8C208 IKZF4 MOUSE Mus Zinc |24.474581 NaN S105 33300544 MHTPPALPRRFQGGGRVRTPGSHR (True False 0.864 (5.0 0.826 0.631 1.134 1.291 1.633
musculus [finger QGKDNLERELSGGCAPDFLPQAQDS
protein NHFIMESLFCESSGDSSLEKEFLGA
Eos PVGPSVSTPNSQHSSPSRSLSANSIK

VEMYSDEESSRLLGPDERLLDKDDS
VIVEDSLSEPLGYCDGSGPEPHSPGG
IRLPNGKLKCDVCGMVCIGPNVLMV
HKRSHTGERPFHCNQCGASFTQKG
NLLRHIKLHSGEKPFKCPFCNYACR
RRDALTGHLRTHSVSSPTVGKPYKC
NYCGRSYKQQSTLEEHKERCHNYL
QSLSTDAQALTGQPGDEIRDLEMVP
DSMLHPSTERPTFIDRLANSLTKRK
RSTPQKFVGEKQMRFSLSDLPYDVN
ASGGYEKDVELVAHHGLEPGFGGSL
AFVGTEHLRPLRLPPTNCISELTPVIS
SVYTQMQPIPSRLELPGSREAGEGPE
DLGDGGPLLYRARGSLTDPGASPSN
GCQDSTDTESNHEDRIGGVVSLPQG
PPPQPPPTIVVGRHSPAYAKEDPKPQ
EGLLRGTPGPSKEVLRVVGESGEPV
KAFKCEHCRILFLDHVMFTIHMGCH
GFRDPFECNICGYHSQDRYEFSSHI
VRGEHKVG




