UniprotKB Entry name organism full oglcnacscore oglcnac p‘h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion ent'loplasmlc golgi plasma extr:acellular

ID name sites sites reticulum apparatus membrane [region

Q8C3Q5 SHSA7_MOUSE Mus Protein |34.664654 NaN S438;T532 26192747 MPALLLLGTVALLASAAGPAGARPS |None None None [None None None None None None
musculus |shisa-7 NDTSSVAPGPLPALLAHLRRLTGALA

GGGSAAGTSANATKTSPASGTGAAA
RAPPPAELCHGYYDVMGQYDATENC
STGSYRFCCGTCHYRFCCEHRHMR
LAQASCSNYDTPRWATTPPPLAGGA
GGAGGAGGGPGPGQAGWLEGGRAG
GAGGRGGEGPGGSTAYVVCGVISFA
LAVGVGAKVAFSKASRAPRAHREIN
IVPRALVDILRHQAGPATRPDRARSSS
LTPGLGGPDSMAPRTPKNLYNTMKP
SNLDNLHYNVNSPKHHAATLDWRA
MPPPSPSLHYSTLSCSRSFHNLSHL
PPSYEAAVKSELNRYSSLKRLAEKDL
DEAYLKRRQLEMPRGTLPLHALRRP
GTGGGYRMDGWGGPEELGLAPAPN
PRRVMSQEHLLGDGSRASRYEFTLP
RARLVSQEHLLLSSPEALRQSREHL
LSPPRSPALPPDPTTRASLAASHSNL
LLGPGGPPTPLHGLPPSGLHAHHHH
IALHGSPQPAWMSDAGGGGGTLARR
PPFQRQGTLEQLQFIPGHHLPQHLR
TASKNEVTV




