UniprotKB Entry name lorganism full oglcnacscore oglcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol nucleus mitochndrion ent?oplasmlc golgi plasma extl:acellular
1D name sites sites reticulum apparatus membrane region
Q8C483 Q8C483_MOUSE Mus serine-|22.380232 NaN NaN 37507081  MVLDLDLFRVDKGGDPALIRETQEK |True False 4.51 4.52 4.348 1.276 0.702 1.334 1.292
musculus [-tRNA RFKDPGLVDQLVKADSEWRRCRFR
ligase ADNLNKLKNLCSKTIGEKMKKKEAV

GDDESVPENVLNFDDLTADALAALK
'VSQIKKVRLLIDEAIQKCDGERVKLE
AERFENLREIGNLLHPSVPISNDEDA
DNKVERIWGDCTVRKKYSHVDLVV
MVDGFEGEKGAVVAGSRGYFLKGPL
VFLEQALIQYALRTLGSRGYTPIYTPF
FMRKEVMQEVAQLSQFDEELYKVIG
KGSEKSDDNSYDEKYLIATSEQPIAA
LHRDEWLRPEDLPIKYAGLSTCFRQ
EVGSHGRDTRGIFRVHQFEKIEQFV
YSSPHDNKSWEMFDEMIATAEEFY
QSLGIPYHIVNIVSGSLNHAASKKLD
LEAWFPGSGAFRELVSCSNCTDYQA
RRLRIRYGQTKKMMDKKKNNLRFS
TQNKLKAMSSLFSPKKVEFVHMLN
ATMCATTRTICAILENYQAEKGIAVP
EKLREFMPPGLQELIPFVKPAPIDQE
PSKKQKKQHEGSKKKAKEVPLENQL

QSMEVTEA




