UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular|extracellular cytosol [nucleus mitochndrion em?oplasmlc golgi plasma extx:acellular
ID name sites sites reticulum apparatus membrane [region
Q8C5D8 PIAS2_MOUSE |Mus E3 38.223321 NaN S476;S477;S478;S499 40997131 MADFEELRNMVSSFRVSELQVLLGF |True False 2.467 |5.0 1.407 1.239 0.748 1.338 1.27
musculus [SUMO- IAGRNKSGRKHDLLMRALHLLKSGC
protein SPAVQIKIRELYRRRYPRTLEGLCDLS
ligase TIKSSVFSLDGSSSPVEPDLPVAGIHS
PIAS2 LPSTSITPHSPSSPVGSVLLQDTKPTF

EMQQPSPPIPPVHPDVQLKNLPFYD
IVLDVLIKPTSLVQSSIQRFQEKFFIFA
LTPQQVREICISRDFLPGGRRDYTVQ
IVQLRLCLAETSCPQEDNYPNSLCIKV
NGKLFPLPGYAPPPKNGIEQKRPGRP
LNITSLVRLSSAVPNQISISWASEIGK
NYSMSVYLVRQLTSAMLLQRLKMK
GIRNPDHSRALIKEKLTADPDSEIAT
TSLRVSLMCPLGKMRLTIPCRAVTCT
HLQCFDAALYLQMNEKKPTWICPVC
DKKAAYESLILDGLFMEILNDCSDV
DEIKFQEDGSWCPMRPKKEAMKVT
SQPCTKVESSSVFSKPCSVTVASDAS
KKKIDVIDLTIESSSDEEEDPPAKRKC
IFMSETQSSPTKGVLMYQPSSVRVP
SVTSVDPAAIPPSLTDYSVPFHHTPV
SSMSSDLPGLDFLSLIPVDPQYCPPM
FLDSLTSPLTASSTSVTTTSPHESST
HVSSSSSRSETGVITSSGRNIPDIISL
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