}11;1 iprotKB Entry name |organism full oglcnacscore O.glcnac p.h osphorylation PMIDS [sequence intracellular [extracellular |cytosol nucleus mitochndrion em.mplasmlc golgi plasma eth:acellular
name sites sites reticulum |apparatus membrane region
Q8C754 \VPS52_MOUSE |Mus Vacuolar [24.474581 NaN S355 33300544 MAAAATMAAAARELVLRAGASDVEE [False True 3.233 [2.238 1.782 1.964 4.465 1.539 1.206
musculus [protein EEGPLGGGSGLQEPLQLGELDITSD

sorting- EFILDEVDVHIQANLEDELVKEALKT

associated GVDLRHYSKQVELELQQIEQKSIRDY

protein 52 IQESENIASLHNQITACDAVLERME

homolog QMLGAFQSDLSSISSEIRTLQEQSGA

MNIRLRNRQAVRGKLGELVDGLVVP
SALVTAILEAPVTEPRFLEQLQELDA
KAAAVREQEAMGTAACADVRGVLD
RLRVKAVTKIREFILQKIYSFRKPMT
NYQIPQAALLKYRFFYQFLLGNERAT
IAKEIRDEYVETLSKIYLSYYRSYVGRL
MKVQYEEVAEKDDLMGVEDTAKKG
FFSKPSLRSRNTIFTLGTRGTVISPAE
LEAPILVPHTAQRGEQRYPFEALFRS
QHYALLDNSCREYLFICEFFIVSGPA
IAHDLFHAVMGRTLSMTLKHLESYL
IADCYDAIAVFLCIHIVLRFRNIAAKRD
VPALDRYWEQVLALLWPRFELILEM
NVQSVRSTDPQRLGGLDTRPHYITR
RYAEFSSALVSINQTIPNERTLQLLG
QLQVEVENFVLRVAAEFSSRKEQLV
FLINNYDMMLGVLMERAADDSKEV
ESFQQLLNARTQEFIEELLSPPFGGL
IVAFVKEAEALIERGQAERLRGEEARV
TQLIRGFGSSWKASVESLSQDVMRS
FTNFRNGTSIIQGALTQLIQLYHRFH
RVLSQPQLRALPARAELINIHHLMVE
LKKHKPNF




