UniprotKB Entry name |organism full oglcnacscore o.glcnac phosphorylation sites PMIDS [sequence intracellular extracellular |cytosol nucleus mitochndrion en(:.loplasmlc golgi plasma extr:acellular
ID name sites reticulum apparatus membrane region
Q8C863 ITCH_MOUSE [Mus E3 38.223321 NaN S199;T222;S232;T346;T381;S411 (40997131 MSDSGPQLDSMGSLTMKSQLQITVI [True False 4.662 5.0 1.913 1.661 1.233 3.784 1.908
musculus [ubiquitin- SAKLKENKKNWFGPSPYVEVTVDGQ
protein SKKTEKCNNTNSPKWKQPLTVIVTP
ligase ITSKLCFRVWSHQTLKSDVLLGTAGL
Itchy DIYETLKSNNMKLEEVVMTLQLVGD

KEPTETMGDLSVCLDGLQVEAEVVT
NGETSCSESTTQNDDGCRTRDDTRV
STNGSEDPEVAASGENKRANGNNS
PSLSNGGFKPSRPPRPSRPPPPTPRR
PASVNGSPSTNSDSDGSSTGSLPPT
NTNVNTSTSEGATSGLIIPLTISGGSG
PRPLNTVSQAPLPPGWEQRVDQHG
RVYYVDHVEKRTTWDRPEPLPPGWE
RRVDNMGRIYYVDHFTRTTTWQRPT
LESVRNYEQWQLQRSQLQGAMQQF
NQRFIYGNQDLFATSQNKEFDPLGP
LPPGWEKRTDSNGRVYFVNHNTRIT
QWEDPRSQGQLNEKPLPEGWEMRF
TVDGIPYFVDHNRRATTYIDPRTGKS
IALDNGPQIAYVRDFKAKVQYFRFWC
QQLAMPQHIKITVTRKTLFEDSFQQI
MSFSPQDLRRRLWVIFPGEEGLDYG
GVAREWFFLLSHEVLNPMYCLFEYA
GKDNYCLQINPASYINPDHLKYFRFI
GRFIAMALFHGKFIDTGFSLPFYKRI
LNKPVGLKDLESIDPEFYNSLIWVKE
NNIEECGLEMYFSVDKEILGEIKSHD
LKPNGGNILVTEENKEEYIRMVAEW
RLSRGVEEQTQAFFEGFNEILPQQY
LQYFDAKELEVLLCGMQEIDLNDW
QRHAIYRHYTRTSKQIMWFWQFVKE
IDNEKRMRLLQFVTGTCRLPVGGFA
DLMGSNGPQKFCIEKVGKENWLPR
SHTCFNRLDLPPYKSYEQLKEKLLFA
IEETEGFGQE




