UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular

ID name sites sites reticulum apparatus membrane region

Q8C8N2 SCAI_MOUSE Mus Protein |24.474581 NaN T64 33300544 | MVRGARQSQQPRSRLAPRLSGTVEK [True False 1.555 |5.0 1.943 1.426 1.214 1.716 1.804
musculus [SCAI PPRKRKSRTEFTLKETMSSGGAEDD

IPQGERKTVTDFCYLLDKSKQLFNGL
RDLPQYGQKQWQSYFGRTFDVYTKL
WKFQQQHRQVLDNRYGLKRWQIGE
IASKIGQLYYHYYLRTSETSYLNEAFS
FYSAIRQRSYYSQVNKEDRPELVVKK
LRYYARFIVVCLLLNKMDVVKDLVK
ELSDEIEDYTHRFNTEDQVEWNLVL
QEVAAFIEADPVMVLNDDNTIVITSN
RLAETGAPLLEQGMIVGQLSLADALI
IGNCNNQVKFSELTVDMFRMLQAL
EREPMNLASQMNKPGIQEPADKPT
RRENPHKYLLYKPTFSQLYTFLAASF
KELPANSVLLIYLSATGVFPTGRSDG
EGPYDFGGVLTNSNRDIINGDAIHKR
NQSHKEMHCLHPGDLYPFTRKPLFI
'VVDSSNSVAYKNFTNLFGQPLVCLL
SPTAYPKALQDQSQRGSLFTLFLNN
PLMAFLFVSGLSSMRRGLWEKCQE
YLRKINRDIAQLLTHSRSIDQAFLQF
FGDEFLRLLLTRFVFCSATMRMHKA
FRETRNYPESYPQLPRDETVENPHL

QKHILELASILDVRNIFFENSMDDY




