UniprotKB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS |sequence intracellular extracellular cytosol |nucleus mitochndrion en(!oplasmlc golgi plasma extl:acellular

ID sites sites reticulum apparatus membrane [region

Q8CA95 PDE10_MOUSE [Mus cAMP and cAMP- |24.474581 NaN NaN 33300544 MSNDSTEGTVGSCNATGLTDEKVK (True False 4.331 |2.535 [1.951 1.489 0.69 1.888 1.585
musculus [inhibited cGMP IAYLSLHPQVLDEFVSESVSAETVEK

3',5'-cyclic
phosphodiesterase
10A

IWLKRKTNKAKDEPSPKEVSRYQDTN
MQGVVYELNSYIEQRLDTGGDNHLL
LYELSSIIRIATKADGFALYFLGECNN
SLCVFIPPGMKEGQPRLIPAGPITQG
TTISAYVAKSRKTLLVEDILGDERFPR
GTGLESGTRIQSVLCLPIVTAIGDLIGI
LELYRHWGKEAFCLSHQEVATANLA
WASVATHQVQVCRGLAKQTELNDFL
LDVSKTYFDNIVAIDSLLEHIMIYAK
NLVNADRCALFQVDHKNKELYSDLF
DIGEEKEGKPIFKKTKEIRFSIEKGIA
GQVARTGEVLNIPDAYADPRFNREV
DLYTGYTTRNILCMPIVSRGSVIGVV
QMVNKISGSAFSKTDENNFKMFAV
FCALALHCANMYHRIRHSECIYRVT
MEKLSYHSICTSEEWQGLMRFNLPA
RICRDIELFHFDIGPFENMWPGIFVY
MIHRSCGTSCFELEKLCRFIMSVKK
NYRRVPYHNWKHAVTVAHCMYAIL
QNNNGLFTDLERKGLLIACLCHDLD
HRGFSNSYLQKFDHPLAALYSTSTM
EQHHFSQTVSILQLEGHNIFSTLSSS
EYEQVLEIIRKAIIATDLALYFGNRKQ
LEEMYQTGSLNLHNQSHRDRVIGL
MMTACDLCSVTKLWPVTKLTANDIY
IAEFWAEGDEMKKLGIQPIPMMDRD
KRDEVPQGQLGFYNAVAIPCYTTLTQ
ILPPTEPLLKACRDNLNQWEKVIRGE
ETAMWISGPGPAPSKSTPEKLNVKV
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