UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular extracellular cytosol \nucleus mitochndrion en(%oplasmlc golgi plasma extl:acellular

ID name sites sites reticulum |apparatus membrane region

Q8CC12 CDAN1_MOUSE |Mus Codanin-|27.219044 'T205;S208(T70;S270 36852467;35822049 MAAVLESLLREEVPVAAAVRWIARS [None None None |None None None None None None
musculus |1 TPSSEDSSEVAALSALRPLRKEFVPF

LLNFLREQSSRVLPQGPSTPAKTPVA
SAALPARQGAPARGGRGARSQLFPA
IAEPLSAAAEAPLARRAGRRRGPGPG
PSRERGGRGSGAAEEGASGESPPWA
GGRKPKGSGSPGSPRLSLSDPPNLS
NLEEFPPVGTVPPGSAGRTKPSRRIN
PTPVSEERSLSKPKTCFTSPPISCVPS
SQPSTLDTSPWGLGLPPGCRSLQEE
REMLRKARTKQLQQSPTPASPIPESG
SPVPSRTGNLTAEPADPARVSSRQRL
ELVALIYSSCIAENLVPNLFLELFFVL
QLLTARRMVATKDSDLESSQGALDS
LDTPLFRSIHDCVFFAVQVLEHQFQ
IVLSYLDKGTLKLLAENERLLCFSPAL
QGRLRAAYEGSVAKVSLVIPPSAQAV
SFQPETDNRANFSSDRAFHTFKKQR
DVFYEVLREWEDHHEEPSWDFEKG
LGSRIRAMMGQLSAACSHSHFVRLF
QKQLLQMCQSPGGAGGSVLGEAPD
IVLNMLGADKLGRLRQLQERLIAPQS
SGGPCPPPTFPGCQGFFRDFIMSAS
SFHFNQHLMDSLSLKIRELNGLRLP
QHEPGDEDGESDMDWQGERRQFA
VVLLSLRLLAKFLGFVAFLPYRGHEP
PPTRELQDSILALRSQVPPVLDIRALL
QQGLWARRAVLTVPWLVEFLSFAD
HIVPLLDYYRSVFTLLLRLHRSLVLS
KENEGEMCFLNKLLLLAVLGWLFQI
PTVPEDLFFLEDGQVDAFEVTTTASE
HGLDSVPVVDQQLLYTCCPYIGELRK
LLASWVSGSSGRSGGFVRKITPTTTS
SLGALPLQTSQGLQAQLAEAFFHNQ
PPSLRRTVEFVAERIGSNCVKHIKAT
LVADLVHQAESLLQEQLVARGQEGG
DPAQLLESLCSQLCPHGAQALTQGR
EFCQRKSPTAVRALLPEETPAAVLSS
IAENIAVGLATEKACSWLSANITALIR
REVKAAVSRMLRAQGPEPTARVERR
GCSRACEHHAPLPSHLISEIKFHHCS
LQDVLSLAAGPRDPEEGVSPEHLEQ
LLNQMGQSLRCRQFLCPTAEQHLA
KCSVELASLLVADQIPILGPPTQHRL
ERGHARRLLHMLLSLWKDDFQGPV
PLQLLLSPRNVGLLADTRPREWDLL
LFLLRELVEKDLMGHLEIEACLGRL
NEAQWPGDFSEELSTLFRLFLAEPH
LLEPQLRACELMQPNRGTVLAQS




