
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8CCN5 BCAS3_MOUSE Mus
musculus

BCAS3
microtubule
associated
cell
migration
factor

46.058797 S797 S461;S480;S488;S838;S886;S898 22645316;40885482 MNETMATDSPRRPSRCTGGVVVRP
QAVTEQSYMESVVTFLQDVVPQAYS
GSPLTEEKEKIVWVRFENADLNDTS
RNLEFHELHSTGNEPPLLVMIGYSD
GMQVWGIPISGEAQELFSVRHGPVR
AARILPAPQLGAQKCDNFAEKRPLL
GVCKSIGSSGTTPPYCCVDLYSLRTG
EMVKSIQFKTPIYDLHCNKRILVVVL
QEKIAAFDSCTFTKKFFVTSCYPCPG
PNMNPIALGSRWLAYAENKLIRCHQ
SRGGACGDNIQSYTATVLSAAKTLKS
GLTMVGKVVTQLTGTLPSGVTEDDV
ALHCNSRRSPLVPGIITVIDTETVGE
GQVLVSEDSDSDGIVAHFPAHEKPV
CCMAFNTSGMLLVTTDTLGHDFHV
FQILTHPWSSSQCAVHHLYTLHRGE
TEAKVQDICFSHDCRWVVVSTLRGT
SHVFPINPYGGQPCVRTHMSPRVVN
RMSRFQKSAGLEEIEQELTSKQGGR
CSPVPGLSSSPSGSPLHGKLTSQDSY
NNFTNNNPGNPRLSPLPSLMVVTPL
AQIKQPMTLGTITKRTGPYLFGAGCF
SIKAPCKVKSPPQISPSKSMGGEFCV
AAVFGTSRSWFANNAGLKREKDQS
KQVVVESLYIISCYGTLVEHMIEPRPI
STAPKISDDTPLEIMTSPRASWTLVR
TPQWNELQPPFNANHPLLLAAEAV
QYYQLLLAGSLPPGSPGPITRHGSYD
SLASDHSGQEDEEWLSQVEIVTHTG
PHRRLWMGPQFHFKTIQTSGQTTVI
STSSSVLQSHGPSDTPQPLLDFDTD
DLDLNSLRIQPVRSDPVSMPGSSRA
VSDRRGVSTVTDAASGTFDRSVTLLE
VCGSWPEGFGLRHMSSMEHSEEGL
RERLADAMAESPSRDVVGSGTELQR
EGSIETLSNSSGSTSGSIPRNFDGYR
SPLPTNESQPLSLFPTGFP

True False 2.096 4.551 1.039 0.908 False 0.787 0.743


