UniprotKB Entry name |organism full name [oglcnacscore o?]lcnac phosphorylation sites PMIDS |[sequence intracellular |extracellular cytosol nucleus mitochndrion em?oplasmlc golgi plasma extl:acellular
1D sites reticulum apparatus membrane region
Q8CDD9 LRIF1_MOUSE Mus Ligand- 24.992371 S47 S391;S419;S425;S584;T717|36852467 MSNSLQSVILKTAEEKSGSRCISGC [None None None [None None None None None None
musculus |dependent MYQVVPTIGSDGKKLLQLLPISKSSG

nuclear NLIPVVQSPVMSHGLKANTEKPVQV

receptor- TFQTQISSSSTSASVQLPVFQPANTT

interacting KCFFTGAIDTTGKDRVTSVRTGNFTP

factor 1 PVSNIQNHGVKIHKLTRQTFTIPPST

QNDSSHFIFNTPSLLPNVNSSILPSG
NHLKIPAHAEVKSVLASSLPPLVQQK
ILGTATTSTSGTVEASQIPTVVYVHPV
NSVKFVVTKKTQTIYPKPVTFNTLQI
PPNVATETQLKGGQHPQAAPVNSIF
QEYLQPGIPCIIPVKSSNNVATKVLN
TFVGRKNLGDNTIDTPLLNTNSSGR
THSVSEPIKDNALIMFNGKVWLNEK
GTCGLPSKIDQQNSVSSDIPLKDSSQ
LVSSSIVTEISREILNSVLVKSKSFQL
KTKSLSNSQLASMANLRAEKNEKVE
RPSFSVITNPHTMNQSTHCLKQSKTV
FINPVFPDGFRTGQNAPRKGNLVQN
IEKICSSVDAATVTSQQCVFRDQESQ
TQYEMASIVKKEIQEKGNNKKYSQG
SHTNIKASCLKNDAEFKKLFGLTKD
LRVCLTRIPDHLSSGKSFNSFNSLM
KSSSYKDANIVVKKEEKKQSFSKKR
KAETMKMGNTKKIKIENADDTVMSI
MNGTDVASSQPLSSILPTSDISQHNI
VISHSTTREDKRTEAEHCSHEKQEK
GTLSSSTSFEQSTFLNKNFMEDIFPV
TPPELEETIRDEKIRRLKQILREKEAA
LEELRKKMYQKQ




