}Jl;l iprotKB Entry name |organism full name oglcnacscore |oglcnac sites phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion :
Q8CDG3  |[VCIP1_MOUSE Mus Deubiquitinating (53.442579 'T1066;T1072;S1075;S1076 [S746;S756;T762;S767;5993;S997;S [22517741;22645316;40885482;368 [MSQPPPPPPLPPPPPPPEAPQTSSSL (True False 2.148 |4.435 [1.057
musculus |protein VCPIP1 1076;S1196;S1205 52467;35822049;40021952;346785 |AAAASPGGLSKRRDRRILSGSCPDPK
16;39627609;30016717 CQARLFFPASGSVSIECTECGQRHE

QQQLLGVEEVTDPDVVLHNLLRNAL
LGVTGAPKKNTELVKVMGLSNYHC
KLLSPILARYGMDKQTGRAKLLRDM
NQGELFDCALLGDRAFLIEPEHVNT
VGYGKDRSGSLLYLHDTLEDIKRAN
KSQECLIPVHVDGDGHCLVHAVSRA
LVGRELFWHALRENLKQHFQQHLA
RYQALFHDFIDAAEWEDIINECDPLF
VPPEGVPLGLRNIHIFGLANVLHRPII
LLDSLSGMRSSGDYSATFLPGLIPAE
KCTGRDGHLNKPICIAWSSSGRNHY
IPLVGIKGAALPKLPMNLLPKAWGVP
QDLIKKYIKLEEDGGCVIGGDRSLQD
KYLLRLVAAMEEVFMDKHGIHPSLV
ADVHQYFYRRTGVIGVQPEEVTAAA
KKAVMDNRLHKCLLYGALSELHVPS
EWLAPGGKLYNLAKSTHGQLRPDK
NYSFPLNNLVCSYDPVKDVLLPDYG
LSNLTACNWCHGSSVRRVRGDGSIV
YLDGDRTNSRSTGGKCGCGFKHFW
EGKEYDNLPEAFPITLEWGGRVVRE
TVYWFQYESDPSLNSNVYDVAMKLV
TKHFPGEFGSEILVQKVVHTILHQTA
KKNPDDYTPVNIDGAHAQRVGDVQ
GQELESQLPTKIILTGQKTKTLHKEE
LNMSKTERTIQQNITEQASVMQKRK
TEKLKQEQKGQPRTVSPSTIRDGPSS
APATPTKAPYSPTTSKEKKIRITTNDG
RQSMVTLKPSTTFFELQESIAREFNI
PPYLQCIRYGFPPKELMPPQAGMEK
EPVPLQHGDRITIEILKGRAEGGPST
AAHSAHTVKQEEIAVTGKLSSKELQ
EQADKEMYSLCLLATLMGEDVWSY
AKGLPHMFQQGGVFYNIMKKTMG
MADGKHCTFPHLPGKTFVYNASED
RLELCVDAAGHFPIGPDVEDLVKEA
VSQVRAEATTRSRESSPSHGLLKLGS
GGVVKKKSEQLHNVTAFQGKGHSL
GTASSHPHIDPRARETLAVRKHNTG
TDFSNSSIKTEPPVFTAASSNSELIRI
APGVVTMRDGRQIDPDVVEAQRKKL
QEMVSSIQASMDKHLRDQSAEQAP
SDLSQRKVEVVSSVRPVNLQTGLPE
PFSLTGGTENLNTETTDSHVADVLG
AAFATRSKAQKENSMEEPEEMDSQ
DAETTNTTEPMDHS




