UniprotKB Entry name organism [full name |oglcnacscore o‘glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular cytosol |nucleus mitochndrion em‘ioplasmlc golgi plasma extr'acellular
ID sites sites reticulum apparatus membrane [region
Q8CDJ3 BAKOR _MOUSE [Mus Beclin 1- |36.83566 S462 S29;S416;T429 40885482 [MASPSGKGSWTPEAPGFGPRALARD (False False 3.582 (3.434 |2.619 4.064 2.414 2.317 2.087
musculus |associated LVDSVDDAEGLYVAVERCPLCNTTR

autophagy- RRLTCAKCVQSGDFVYFDGRDRERF

related IDKKERLSQLKNKQEEFQKEVLKAM

key EGKRLTDQLRWKIMSCKMRIEQLKQ

regulator TICKGNEEMKKNSEGLLKNKEKNQ

KLYSRAQRHQEKKEKIQRHNRKLGD
LVEKKTIDLKSHYERLARLRRSHILE
LTSIIFPIDEVKTSGRDPADVSSETDS
IAMTSSMVSKLAEARRTTYLSGRWVC
DDHNGDTSISITGPWISLPNNGDYS
IAYYNWVEEKKTTQGPDMEHNNPAY
TISAALGYATQLVNIVSHILDINLPKK
LCNSEFCGENLSKQKLTRAVRKLNA
NILYLCSSQHVNLDQLQPLHTLRNL
MHLVSPRSEHLGRSGPFEVRADLEE
SMEFVDPGVAGESDASGDERVSDEE
TDLGTDWENLPSPRFCDIPSQPVEV
SQSQSTQVSPPIASSSAGGMISSAAA

SVTSWFKAYTGHR




