UniprotKB Entry name organism [full name oglcnacscore oglcnac p'h osphorylation PMIDS |[sequence intracellular |extracellular |cytosol nucleus mitochndrion en(}oplasmlc golgi plasma extr.acellular

1D sites sites reticulum apparatus membrane region

Q8CDK2 CBPC2_MOUSE Mus Cytosolic 26.088944 S814;S816 [NaN 30016717 MNVLLEMAFLSQTLPDPYEDFIHHH [None None None [None None None None None None
musculus LQYYGYFKAQKSSLPNSGTHQRVWR

carboxypeptidase
2

NSPRYMLNGSFGERDDFISDSLEKE
MLLWPTCLSSTGHAHIDAVNRDSLL
LSSPLLRTRQLIFDELDEASPRLREP
RELFSCFSSRGPLQAPRWPIECEVIK
ENIHHIEWVPHQPEYFYQPTGSEKV
PEIVGEEQGTVVYQLDSVPAEGTYFT
SSRIGGKRGTIKELAVTLQGPDDNTL
LFESRFESGNLQKAVRVGIYEYELTL
RTDLYTDKHTQWFYFRVQNTRKDAT
YREFTIVNLLKPKSLYAVGMKPLMYS
QLDATIYNIGWRREGREIKYYKNNV
DDGQQPLYCLTWTTQFPHDQDTCF
FAHFYPYTYTDLQCYLLSVANNPIQS
QFCKLRALCRSLAGNTVYLLTITNPS
RTPQEAAAKKAVVLSARVHPGESNS
SWIMNGFLDFILSNSPDAQLLRDIFV
FKVIPMLNPDGVIVGNYRCSLAGRD
LNRHYKTVLKDSFPCIWYTKNMIKR
LLEEREVLLYCDFHGHSRKNNIFLY
GCHSNNRKHWLHERVFPLMLSKN
IAPDKFSFDSCNFKVQKCKEGTGRVV
MWRMGIINSYTMESTFGGSTLGSKR
DTHFTIEDLKSLGYHVCDTLLDFCDP
DQTKYTQCLQELKELLQQEINKKLN
NFGQDMDLEGNWSDIPLSDIESSTS
GSDSSLSDGPPIRLLNIVADEPNQKT
IVLKNPKKKRLQTRKQRNEQYQKSYL
MRELKLTENAPGRARFVSTLQKQPT
FLKSPESPSPSVRRSENPRLNETQLS
GREKGTSLDPPLTSPKNKERIQSKKP
GFTASCSPKRSTNSSLGPAPDVKPN
\WSKTRYSATRKDHATMAVYPSLHIY
TYP




