
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8CDM1 ATAD2_MOUSE Mus
musculus

ATPase
family
AAA
domain-
containing
protein	2

25.161187 NaN S65;S401;S406;T801;T825;S849;S8
83;S891;S951;T972

34887587 MSLLKMRRHAIHSSDSTSSSSSEDD
CFERRTKRNRNRAINRCLPLNFRKD
EIRGIYKDRMKIGASLADVDPMQLD
TSVRFDSVGGLSSHIAALKEMVVFPL
LYPEVFEKFKIQPPRGCLFYGPPGTG
KTLVARALANECSRGDKRVAFFMRK
GADCLSKWVGESERQLRLLFDQAYQ
MRPAIIFFDEIDGLAPVRSSRQDQIH
SSIVSTLLALMDGLDSRGEIVVIGAT
NRLDSIDPALRRPGRFDREFLFSLPD
KNARKEILKIHTRDWNPKPVDMFLE
ELAEHCVGYCGADIKSICAEAALCAL
RRRYPQIYTTSEKLQLDLSSITISAKD
FEAALQKIRPASQRAVTSPGQALSAI
VKPLLQNTVHRILDALQKVFPHVEV
GTNKSLNSDVSCPFLESDLAYSDDD
TPSVYENGLSQKENLNFLHLNRNA
CYQPMSFRPRLLIVGEPGFGQSSHL
APAVIHALEKFTVYTLDIPVLFGISTT
SPEEACSQMIREAKRTAPSIVYVPHI
HLWWEIVGPTLKATFTTLLQTIPSFA
PVLLLATSEKPYSALPEEVQELFTHD
YGEIFNVQLPDKEERTKFFEDLILKQ
ASKPPVSQKKAVLQALEVLPVAPPPE
PRPLTAEEVKRLEEQEEDTFRELRIF
LRNVTHRLAIDKRFRVFTKPVDPDE
VPDYVTVIKQPMDLSSVISKIDLHKY
LTVKDYLKDIDLICSNALEYNPDRDP
GDRLIRHRACALRDTAYAIIKEELDE
DFEQLCEEIQESRKKRGCSSSKYAPS
YYHVMPKQNSPPVGDKKPDQEQNE
KLKVPCTPVACSTPAQLKRKFHKKS
KWHVGTKIKRRKISQAKDNSLNAM
NSSSRSDTEDSQHTHAEHTEPGNT
DESSVEESDKQNRLESNIDLKNNSS
SSNIENELEEPKETTEGTELRKDRIV
CRGDASASQVTDIPEDSESKEMDFL
RMTLARGSQVEQQELISMEQALAIL
SQPTPSLVLDHKQLTNILKTVVKKSQ
KYNIFQLENLYAVISQCIYEHRRDYD
KTALVQKMEQAVENFNCSRS

None None None None None None None None None


