lendoplasmic |golgi plasma extracellular

UniprotKB Entry name organism full oglcnacscore o'glcnac p‘h osphorylation PMIDS |sequence intracellular extracellular|cytosol nucleus mitochndrion . .
ID name sites sites reticulum apparatus membrane [region
Q8CE64 ZN276_MOUSE Mus Zinc 25.385059 NaN NaN 28528544 | MKRDRLGRFLSPGIARQRGGSGGGC |None None None [None None None None None None
musculus [finger GSGRTRGRPSRSGGTSADGAAAQLS
protein WGSMTRSCGDTGDDGTDEAGAGRT
276 LAMGHCRLCHGKFSSRSLRSISDRV

PGETSERLSPGERVFIRDFQRLLGVA
VHQDPALPQSVCKNCYTQFYQCHSL
LRTFLQRVNVSPAGQRKPCTKVGVQ
PTTVAEEGACVADLIASSPRCLHGLV
GWVHEHAVSCGSLPSLQRTLSSEYC
GIIQAVWGCDQGHDFTMDTASSCRA
LFLDSALAVKWAWGKDLSPRLAQNS
ESNPTGAASRLCQARETQVGSETKT
LPSVDVALLHSHGDSVGPGLGPCTQ
PHLAPSEAPGQLGETQVPSSTSDDR
VKDEFSDLSEGDFLSEDESDKKQTP
QSSDESFEPYPEKKVSGKKSEGREA
KRPEEPKIRKKPGPKPGWKKKLRCE
REELPTIYKCPYQGCTAVYRGADGM
KKHIKEHHEEVRERPCPHPGCNKVF
MIDRYLQRHVKLIHTEVRNYICDEC
GQTFKQRKHLLVHQMRHSGAKPLQ
CEVCGFQCRQRASLKYHMTKHKAE
TELDFACDQCGRRFEKAHNLNVHM
SMVHPLTQAQDRALPLEAEPPPGPL
SPSGTMEGQAVKPEPT




