UniprotkB Entry name |organism [full name oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em:loplasmlc golgi u extx:acellular
ID sites sites reticulum apparatus membrane [region
Q8CEF9 T132C_MOUSE Mus Transmembrane |24.474581 NaN NaN 33300544 MRSEGAAPRRAARYGALSLVLATLL [None None None |None None None None None None

musculus

protein 132C

GQVTESRGVMDNIQRFSSLPPYLPV
SFHVLRAETAFFLKEANPDPLRNAS
LQSRVESFFIYKAQQPPVLNVSYGPY
SAEKVIPLDLMLNPNFLGPTSKFPFD
IWRLKAYILQEKVYLSHPKVQVLFHIV
GRDWDDHRDEKLPCLRVFAFRDSR
EVRGSCRLGGPLGLCVAQLEMLPG
WFSPPAVVSGRRRPAERPEGSPVEL
YYAVQPGDERGDCTGGDTRKDNAIR
PGKDGQEGRTSHLQKIGTISLYRAQD
SNQLSELRLDGNVVIWLPSQPVKQG
DIVTASVTIANNSTVDHFILRAKVKK
GVNILTVQTSEPRQWDVRQEVGNG
GKHTTTSVACQRLGPGARNRSSNLF
SEVMQMNFEIASFSSLSGTQPITWQ
IVEYPRKGATDIAVSEIFISQKDLVAIV
PLAMDTELLNTAILTGKTVAMPVRV
IVSVEENSTLRDISELVECKATDENVI
KVSDHCDYVFVNGKEIKGKMDSVV
NFTYQHLSAPLHVTVWVPRLPLQIE
IVSDTELSQVKGWRVPIVASKRPTRD
SEEEEEEEQKGRGCTLQFQHATVRV
LTQFVSEGAGPWGQLSHLLSPDWQ
FDITHLVADFMKLESPHIATLQDSRV
LVGREVGMTTIQVLSPLSDSILAEKT
IVTVLDDKVSVTDLAVQVVAGLSVTL
HPISENNKATSAVAMAEELLRAPKK
EAIISTWLQFSDGSVTPLDIYDSKDF
SLTAISLDEAVVSIPQPLSPWWPTVV
IAEGEGQGPLLRVDMSIAEACQKSKR
KSVLAVGIGHVGVKFGWDDADSSQT
GEKDEEEIKNHASDRRQKIQDLERP
GQDELYHGNFPGDREEGALSATTTT
KSLLDNNVGKSGRRDGARLHSIPID
FTNFPAHVDLPKAKTRGTLEENGLM
QTAHGLSDLEIGMYALLGVFCLAILV
FLINCATFAFKYRHKQVPLEGQASM
THSHDWVWLGNEAELLENIGDLSP
PQDEHTTIIDRGLGGCEENNHLLLN
GGSQKPTQSQVHRPPGSGGRQTREP
RQEPANSPTSKMKKVKFATFTIPPEE
SCPTVNSILSGEDDIKWVCQDLDVG
IAPKELRTYLEKFQDSV




