
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8CFX1 G6PE_MOUSE Mus
musculus

GDH/6PGL
endoplasmic
bifunctional
protein

37.624783 NaN NaN 40997131;37453647 MLLAAMCLALLGCLQAQELKGHVSI
ILLGATGDLAKKYLWQGLFQLYLDE
AGKGHSFSFHGAALTAPQQGQKLM
DKVLESLSCPKDLVPSRCDELKGQF
LQLSQYRQLKTVEDYQTLNKDIETQ
VQQDGLWEAGRIFYFSVPPFAYADIA
RNINSSCRPHPGAWLRVVFEKPFGH
DHLSAQQLASELGSFFQEEEMYRVD
HYLGKQAVAQILPFRDQNRKALDGL
WNRHHVERVEIILKETIDAEGRASFY
EEYGVIRDTLQNHLTEILTLVAMELP
LNISSSAAVLQHKLWAFQALRGLQK
SSAILGQYQAYSGQVRRELQKPDGF
QSLTPTFAGVLVHIDNLRWEGVPFIL
MSGKALDERVGYVRIVFKNRAYCTQ
SERHWVPEQSRCLPQQIIFYIGHGEL
GHPAILVSRNLFKPSLPTQKWKEVQ
DQPGLRLFGRPLSDYYAYRPVREQD
AYSTLLSHIFHCRKESFITTENLLAS
WVFWTPLLDSLAFEVPRPYPGGAEN
GQLLDFEFSGGQLTFSQQQLEVLIP
DLGSVPKPSDFQVLGARYRQSPLITA
WPEELISKLASDIEAAAVQAVRHFGK
FHLALSGGSSPIALFQQLATGHYSFP
WAHTHLWLVDERCVPLSDPDSNFQ
GLQAHLLQHVRVPYYNIHPMPVHLH
QRLCAEEDQGAQTYASEISALVANS
SFDLVLLGMGTDGHTASLFPQSPTG
LDGDQLVVLTESPFRPHQRMSLSLP
LINRAKKVAVLVMGRTKREITTLVSR
VGHEPKKWPISGVVPLSGQLVWYM
DYEAFLG

False True 2.817 2.581 3.821 4.551 1.733 2.579 3.148


