
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8CG47 SMC4_MOUSE Mus
musculus

Structural
maintenance
of
chromosomes
protein	4

25.685855 NaN S21;S27;S40;S141;S980 39627609 MRRKGTKPSTACHQEEGPPPSQDG
AHSDEEMEQPAGEAESAAPAKPPGE
ELDNRSLEEILNSIPPPPPPAMASEA
GAPRLMITHIVNQNFKSYAGEKVLG
PFHKRFSCIIGPNGSGKSNVIDSMLF
VFGYRAQKIRSKKLSVLIHNSDEHK
DIQSCTVEVHFQKIIDKEGDDYEVLP
NSNFYVSRTAYRDSTSVYHISGKKKT
FKDVGNLLRSHGIDLDHNRFLILQG
EVEQIAMMKPKGQTEHDEGMLEYL
EDIIGCGRLNEPIKVLCRRVEILNEH
RGEKLNRVKMVEKEKDALEGEKNIA
IEFLTLENEMFKKKNHICQYYIYDLQ
NRIAEITTQKEKIHEDTKEITEKSNVL
SNEMKAKNSAVKDVEKKLNKVTKFI
EQNKEKFTQLDLEDVQVREKLKHAT
SKAKKLEKQLQKDKEKVEELKSVPA
KSKTVINETTTRNNSLEKEREKEEK
KLKEVMDSLKQETQGLQKEKEIQEK
ELMGFNKSVNEARSKMEVAQSELDI
YLSRHNTAVSQLSKAKEALITASETL
KERKAAIKDINTKLPQTQQELKEKEK
ELQKLTQEEINLKSLVHDLFQKVEE
AKSSLAMNRSRGKVLDAIIQEKKSG
RIPGIYGRLGDLGAIDEKYDIAISSCC
HALDYIVVDSIDTAQECVNFLKKHNI
GIATFIGLDKMTVWAKKMSKIQTPE
NTPRLFDLVKVKNEEIRQAFYFALRD
TLVANNLDQATRVAYQRDRRWRVV
TLQGQIIEQSGTMSGGGSKVMRGR
MGSSVIDEISVEEVNKMESQLERHS
KQAMQIQEQKVQHEEAVVKLRHSE
RDMRNTLEKFAASIQGLSEQEEYLC
VQIKELEANVLTTAPDRKQQKLLEE
NVSVFKKEYDAVAEKAGKVEAEIKR
LHNTIIDINNRKLKAQQNKLDTINKQ
LDECASAITKAQVAIKTADRNLKKAQ
DSVCRTEKEIKDTEKEINDLKTELKN
IEDKAEEVINNTKTAETSLPEIQKEH
RNLLQELKVIQENEHALQKDALSIKL
KLEQIDGHISEHNSKIKYWQKEISKI
KLHPVEDNPVETVAVLSQEELEAIK
NPESITNEIALLEAQCREMKPNLGAI
AEYKKKEDLYLQRVAELDKITSERDN
FRQAYEDLRKQRLNEFMAGFYVITN
KLKENYQMLTLGGDAELELVDSLDP
FSEGIMFSVRPPKKSWKKIFNLSGG
EKTLSSLALVFALHHYKPTPLYFMD
EIDAALDFKNVSIVAFYIYEQTKNAQ
FIIISLRNNMFEISDRLIGIYKTYNST
KSVAVNPKQIASKGLC

True False 2.628 5.0 1.362 1.051 False 1.134 1.212


