endoplasmic (golgi plasma extracellular

}11;1 iprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular [extracellular |cytosol nucleus mitochndrion . s
name sites sites reticulum |apparatus membrane [region
Q8CG76 IARK72_MOUSE [Mus |Aflatoxin [22.380232 NaN S40;T48 37507081 MLRAASRAVGRAAVRSAQRSGTSVG (True False 3.455 |4.268  [4.587 1.076 3.0 1.106 1.233
musculus |B1 RPLAMSRPPPPRAASGAPLRPATVLG
aldehyde TMEMGRRMDASASAASVRAFLERG
reductase HSELDTAFMYCDGQSENILGGLGLG
member LGSGDCTVKIATKANPWEGKSLKPD
2 SIRSQLETSLKRLQCPRVDLFYLHAP

DHSTPVEETLRACHQLHQEGKFVEL
GLSNYASWEVAEICTLCKSNGWILP
TVYQGMYNATTRQVEAELLPCLRHF
GLRFYAYNPLAGGLLTGKYKYEDKD
GKQPVGRFFGNNWAETYRNRFWKE
HHFEAIALVEKALQTTYGTNAPRMT
SAALRWMYHHSQLQGTRGDAVILG
MSSLEQLEQNLAATEEGPLEPAVVE
AFDQAWNMVAHECPNYFR




