UniprotKB

Entry name |organism full name |oglcnacscore oglcnac P.h osphorylation PMIDS sequence intracellular [extracellular cytosol \nucleus mitochndrion em?oplasmlc golgi plasma extl.*acellular
ID sites sites reticulum apparatus membrane region
Q8CGB3 UACA_MOUSE |Mus Uveal 29.280344 NaN S280 29187734;34887587 MKSLKSRLWKQDAPGPTSPSSPTAV [None None None [None None None None None None
musculus |autoantigen IASTQSAEWNKYDDRLMKAAERGDV

'with coiled- EKVSSILAKKGVHPGKLDVEGRSAF

coil HVVASKGNLECLNAILTHGIDVATR

domains DSAGRNALHLAAKYGHALCLQKLLQ

and ankyrin YNCPTEHVDLQGRTALHDAVMADC

repeats PSSIQLLCDHGASVNAKDIDGRTPLV

LATQMCRPTICQLLIDRGADVNSRD
KQNRTALMLGCEYGCRDAVEVLVK
NGADLTLLDALGHDSSYYARIGDNL
DILNLLKTASENTNKGRELWRKGPP
LQQRNLSHTQDEGSVKSTQREQREP
HSFQDLEIENEDLREKLRKIQQEQRI
LLDKVNGLQLQLNEEVMVADDLES
EREKPKSLLAAKEKQHEESLRTIEAL
KNRFKYFESDHPGPGSYPSNRKED
MLHKQGQMYTTEPQCASPGIPPHM
HSRSMLRPLELSLPSQTSYSENEILK
KELETLRTYYDSAKQDRLKFQNELA
HKVAECKALALECERVKEDSDEQIK
QLEDALKDVQKRMYESEGKVKQMQ
THFLALKEHLTNEAATGSHRIIEELR
EQLKDLKGKYEGASAEVGKLRSQIK
QSEMLVGEFKRDEGRLVEENKRLQ
KECGTCEVELERRGRRVVELEGQLK
ELGAKLALSVPTEKFESMKSSLSNDI
NEKVKRLAEVGRDYESAQGEIRQLK
RDLESVRAQHIRPEEHEQLRSRLEQ
KSGELGKKVSELTLKNQTLQKDVEK
LHADNKLLNQQVHSLTVEMKTRYV
PLRVSEEMKRSHDVNVEDLNKKLS
EATQRYAEKKQEAERLLAENDKLTK
NVSRLEAVFVAPEKHEKELMGLKSN
IAELKKQLSELNKKCGEGQEKIRAL
MSENSSLKKTLSSQYVPAKTHEEVK
IASLNSTVEKTNRALLEAKKRFDDTS
QEVSKLRDENEVLRRNLENVQNQM
KADYVSLEEHSRRMSTVSQSLKEAQ
EANAAILADHRQGQEEIVSLHAEIKA
QKKELDTIQECIKLKYAPLARLEECE
RKFKATEKGLKEQLSEQTHKCRQRD
EEVKKGKQENERLRADLAALQKELQ
DRNALAEEAREAERALSGKADELSK
QLKDLSQKYSDVKSEREKLVEEKAK
QASEILAAQNLLQKQPVPLEQVEALK
KSLNGTIEQLKEELRSKQRCLEREQ
QTVSQLQQLLENQKNSSVTLAEHLK
LKEALEKEVGIMKASLREKEEESQK
KTKEVSKLQTEVQTTKQALKNLETR
EVVDMSKYKATKNDLETQISNLNDK
LASLNRKYDQACEEKVSAKDEKELL
HLSIEQEIRDQKERCDKSLTTIMELQ
QRIQESAKQIEAKDNKITELLNDVER
LKQALNGLSQLTYSSGSPTKRQSQL
IVDTLQQRVRDLQQQLADADRQHQE
IVIAIYRTHLLSAAQGHMDEDVQAAL
LQIIQMRQGLVC




