UniprotKB Entry name organism full oglcnacscore oplcnac p.h osphorylation PMIDS sequence intracellular extracellular |cytosol jnucleus mitochndrion em!oplasmlc golgi plasma extl:acellular
ID nmame sites sites reticulum apparatus membrane [region
Q8CGP6 H2A1H MOUSE Mus Histone [26.740217 NaN S2;T121 33300544;36288343 MSGRGKQGGKARAKAKTRSSRAGL |None None None [None None None None None None
musculus [H2A QFPVGRVHRLLRKGNYSERVGAGAP
type 1- 'VYLAAVLEYLTAEILELAGNAARDNK
H KTRIIPRHLQLAIRNDEELNKLLGRV
TIAQGGVLPNIQAVLLPKKTESHHKA
K




