UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS sequence intracellular |extracellular cytosol nucleus mitochndrion wen(!oplasmlc golgi plasma extl.‘acellular
1D name sites sites reticulum apparatus membrane [region
Q8CGY6 UN45B_MOUSE Mus Protein [27.83319 NaN NaN 39927985;37507081 MAEAEAAQLKEEGNRHFQLQDYKA [True False 5.0 1.594 [0.703 False False False False
musculus [unc-45 IATKSYSQALKLTKDKALLATLYRNRA
homolog IACGLKMESYAQAASDASRAIDINSA
B DIKALYRRCQALEHLGKLDQAFKDV

QRCATLEPRNQNFQETLRRLNTSIQ
EQLRVQFSTDSRVQTMFEILLNENS
EADKREKAANNLIVLGREEAGAERIF
QSNGVALLLQLMNTQRPELLLAAVR
TLSGMCSGHRARATAILHAVRIDRIC
SLMALENEEMSILAVCNLLQAIIDSL
SGEDKREHRGKEEALVLDTKKDLKQ
ITSHLLDMLVSKKVSGQGRDQALNL
LNKNVPRKDLSIHDNSRTIYVVDNG
LRKILKVVGQVPDLPSCLPLTDNTR
MLASILINKLYDDLRCDPERDHFRKI
CEEYITSKFDPQDMDKNVNAIQTVS
GILQGPFDLGNQLLGMKGVMEMMV
IALCGSEREADQLVAVEALIHASTKLS
RATFIITNGVTLLKQIYKTTKNEKIKI
RTLVGLCKLGSAGGSDYGLRQFAEG
STEKLAKQCRKWLCNTAIDTRTRRW
IAVEGLAYLTLDADVKDDFVQDIPALQ
IAMFELAKARTSDKTILYSVANTLVN
CTNSYDVKEVVPELVQLAKFSKQHV
PEEHPKDKKDFVDLRVKRLLKAGVI
SALACMVKADSAILTDQTKELLARVF
LALCDNPKDRGTIVAQGGGKALIPLA
LEGTDVGKVKAAHGLAKIAAVSNPDI
IAFPGERVYEVVRPLVSLLDTQRDGL
QNYEALLGLTNLSGRSDKLRQKIFK
EKALPDIENYMFENHDQLRQAATEC
MCNMVLNKEVQERFLADGNDRLKL
IVVLLCGEDDHKLQNAAAGALAMLT
IAAHKKLCLKMTEVTTQWLEILQRLC
LHDQLSVQHRGLVIAHNLLSADAEL
ARKLVESELLEILTVVGKQEPDEKRA
IAVVQTARECLIKCMDYGFIKPVS




