UniprotKB Entry name organism [full name oglcnacscore o.glcnac p.h osphorylation PMIDS [sequence intracellular extracellular cytosol nucleus mitochndrion em‘!oplasmlc golgi plasma extl"acellular

1D sites sites reticulum apparatus membrane [region

Q8CHS7 DRS7C_MOUSE Mus Dehydrogenase/reductase [29.125745 NaN NaN 39927985 MGLMAVLMLPLLLLGISGLLFIYQEA [False True 2.109 ([1.125 [False 5.0 False 0.804 0.469
musculus |SDR family member 7C SRLWSKSAVQNKVVVITDAISGLGKE

CARVFHAGGARLVLCGKNWEGLES
LYATLTSVADPSKTFTPKLVLLDLSDI
SCVQDVAKEVLDCYGCVDILINNASV
KVKGPAHKISLELDKKIMDANYFGPI
TLTKVLLPNMISRRTGQIVLVNNIQA
KFGIPFRTAYAASKHAVMGFFDCLR
AEVEEYDVVVSTVSPTFIRSYRASPE
QRNWETSICKFFCRKLAYGVHPVEV
AEEVMRTVRRKKQEVFMANPVPKA
AVFIRTFFPEFFFAVVACGVKEKLNV
PEEG




