UniprotKB Entry name |organism full oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular extracellular [cytosol nucleus imitochndrion ent!oplasmlc golgi plasma extl:acellular

1D name sites sites reticulum apparatus membrane [region

Q8CHT1 NGEF_MOUSE Mus Ephexin- [24.474581 NaN T177 33300544 METKNSEDWGKPQRKSESSSRKSN |None None None [None None None None None None
musculus |1 HGPAEMRPALPPENREAPETGEETQ

NEEPRRLIPIQRHSLFNRAVRHRHK
ARSTSERRASDQADLPKMGKSVNER
SAFNLPQGRLSPWRTPAQRDTGAQE
ASESSSTPGNGTTPEECPALTDSPTT
LTEALQMIHPIPADSWRNLIEQIGLL
IYQEYRDKSTLQEIETRRQQDAEIQG
NSDGSQVGEDAGEEEEEEEEGEEE
ELASPPERRALPQICLLSNPHSRFNL
'WQDLPEIQSSGVLDILQPEEIRLQEA
MFELVTSEASYYKSLNLLVSHFMEN
ERLKKILHPSEAHILFSNVLDVMAVS
ERFLLELEHRMEENIVISDVCDIVYR
IYAADHFSVYITYVSNQTYQERTYKQL
LQEKAAFRELIAQLELDPKCKGLPFS
SFLILPFQRITRLKLLVQNILKRVEER
SEREGTALDAHKELEMVVKACNEG
VRKMSRTEQMISIQKKMEFKIKSVPI
ISHSRWLLKQGELQQMSGPKTSRTL
RTKKLFREIYLFLFNDLLVICRQIPGD
KYQVFDSAPRGLLRVEELEDQGQTL
ANVFILRLLENADDREATYMLKASS
QSEMKRWMTSLAPNRRTKFVSFTS
RLLDCPQVQCVHPYVAQQPDELTLE
LADILNILEKTEDGWIFGERLHDQER
GWFPSSMTEEILNPKIRSQNLKECF
RVHKMEDPQRSQNKDRRKLGSRNR

Q




