
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites phosphorylation	sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8CHW4 EI2BE_MOUSE Mus
musculus

Translation
initiation
factor
eIF2B
subunit
epsilon

29.125745 NaN S23;S126;T318;S446;S462;S465;S5
28;S536;S540;S713

39927985 MAATAAVPGAAAGRASKRGGGGSG
GGGTQGAEEEPPPPLQAVLVADSFN
RRFFPISKDQPRVLLPLANVALIDYTL
EFLTATGVQETFVFCCWKAAQIKEH
LQKSKWCHPTSPNVVRIITSELYRSL
GDVLRDVDAKALVRSDFLLIYGDVIS
NINICRALEEHRLRRKLEKNVSVMT
MVFKESSPSHPTRCHEDNVVMAVD
SATNRVLHFQKTQGLRRFSFPLSLF
QGSGDGVEIRYDLLDCHISICSPQVA
QLFTDNFDYQTRDDFVRGILMNEEV
LGNQIHLHVTTREYGARVSNLHMYS
AVCADVIRRWVYPLTPEVNFTDSTT
QSYTHSRHNIYRGPEVSLGHGSVLE
ENVLLGAGTVIGSNCSITNSVIGPNC
HIGDNVVLDQAYLWQGVRVAAGAQI
HQSLLCDRAEVKERVKLKPYCVLTS
QVVVGPDITLPEGSVISLHPPDAEED
EDDGQFSDDSGADQEKEKVKLKGY
NPAEVGLEGQGYLWKAEGVNSKED
EELRQSLWGLMIKTEEESETESEGS
VDPEELDSRAGSPQLDDIRVFQNEV
LGTLQRGREENISCENLVLEINSLKH
AYNISLKEVMQVLTLVVLEFPLQQV
DGLLDPNRYCALLLPLLKAWSPVLR
NYIKRAADHLEALAAIEDFFLEHETL
VTSMAKVLMAFYQLEILAEETILSWF
SQRDTTDEGQQLRKNQQLQRFIQW
LREAEEESSEDD

True False 3.206 5.0 1.5 0.891 False False False


