ETYMSKEDVSEGLKRGTLIQGVLRIN
PKKFHEAFIPSPDGDRDIFIDGVVAR
NRALNGDLVVVKLLPEDQWKAVKP
ESNDKEIEATYEADIPEEGCGHHPL
QQSRKGWSGPDVIIEAQFDDSDSED
RHGNTSGLVDGVKKLSISTPDRGKE
DSSTPVMKDENTPIPQDTRGLSEKS
LQKSAKVVYILEKKHSRAATGILKLL
ADKNSDLFKKYALFSPSDHRVPRIYV
PLKDCPQDFMTRPKDFANTLFICRII
DWKEDCNFALGQLAKSLGQAGEIEP
ETEGILTEYGVDFSDFSSEVLECLPQ
SLPWTIPPDEVGKRRDLRKDCIFTID
PSTARDLDDALACRRLTDGTFEVGV
HIADVSYFVPEGSSLDKVAAERATSV
YLVQKVVPMLPRLLCEELCSLNPMT
DKLTFSVIWKLTPEGKILEEWFGRTII
RSCTKLSYDHAQSMIENPTEKIPEEE
LPPISPEHSVEEVHQAVLNLHSIAKQ
LRRQRFVDGALRLDQLKLAFTLDHE
TGLPQGCHIYEYRDSNKLVEEFMLL
ANMAVAHKIFRTFPEQALLRRHPPP
QTKMLSDLVEFCDQMGLPMDVSSA
GALNKSLTKTFGDDKYSLARKEVLT
NMYSRPMQMALYFCSGMLQDQEQ
FRHYALNVPLYTHFTSPIRRFADVIV
HRLLAAALGYSEQPDVEPDTLQKQA
DHCNDRRMASKRVQELSIGLFFAVL
VKESGPLESEAMVMGVLNQAFDVL
VLRFGVQKRIYCNALALRSYSFQKVG
KKPELTLVWEPDDLEEEPTQQVITIF
SLVDVVLQAEATALKYSAILKRPGLE
KASDEEPED

UniprotKB Entry name |organism [full name |oglcnacscore o‘glcnac P.h osphorylation PMIDS |[sequence intracellular extracellular|cytosol nucleus mitochndrion em‘loplasmlc golgi plasma extl:acellular

ID sites sites reticulum apparatus membrane region

Q8CI75 DI3L2_MOUSE Mus DIS3-like  [22.380232 NaN S31;S172;S864 37507081 MNHPDYKLNLRSPGTPRGVSSVVGP [None None None |None None None None None None
musculus |exonuclease SAVGASPGDKKSKNKSMRGKKKSIF




