UniprotKB Entry name lorganism full oglcnacscore oglcnac phosphorylation sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion en(_ioplasmlc golgi plasma extr_acellula
ID name sites reticulum |apparatus membrane region
Q8CIB5 FERM2_MOUSE Mus Fermitin [26.631282 NaN S$159;5181;5339;S351;S666 [28528544;37507081 MALDGIRMPDGCYADGTWELSVHV [True True 3.969 [4.579 [1.653 1.32 1.031 4.421 1.869
musculus |family TDLNRDVTLRVTGEVHIGGVMLKLV
homolog EKLDVKKDWSDHALWWEKKRTWL

2

LKTHWTLDKCGIQADAKLQFTPQHK
LLRLQLPNMKYVKVKVNFSDRVFKA
IVSDICKTFNIRHPEELSLLKKPRDPT
KKKKKKLDDQSEDEALELEGPLIMP
GSGSIYSSPGLYSKTMTPTYDAHDGS
PLSPTSAWFGDSALSEGNPGILAVSQ
PVTSPEILAKMFKPQALLDKAKTNQ
GWLDSSRSLMEQDVKENEALLLRF
KYYSFFDLNPKYDAIRINQLYEQAKW
IALLLEEIECTEEEMMMFAALQYHIN
KLSIMTSENHLNNSDKEVDEVDAAL
SDLEITLEGGKTSTILGDITSIPELADY
IKVFKPKKLTLKGYKQYWCTFKDTSI
SCYKSREESSGTPAHQLNLRGCEVT
PDVNISGQKFNIKLLIPVAEGMNEIW
LRCDNEKQYAHWMAACRLASKGKT
MADSSYNLEVQNILSFLKMQHLNP
DPQLIPDQITTDVNPECLVSPRYLKK
[YKSKQITARILEAHQNVAQMSLIEAK
MRFIQAWQSLPEFGITHFIARFQGG
KREELIGIAYNRLIRMDASTGDAIKT
WRFSNMKQWNVNWEIKMVTVEFA
DEVRLSFICTEVDCKVVHEFIGGYIF
LSTRAKDQNESLDEEMFYKLTSGW
v




