
UniprotKB
ID Entry	name organism full	name oglcnacscore oglcnacsites

phosphorylation
sites PMIDS sequence intracellular extracellular cytosol nucleus mitochndrion endoplasmic

reticulum
golgi
apparatus

plasma
membrane

extracellular
region

0

Q8CIE2 ZMIZ2_MOUSE Mus
musculus

Zinc
finger
MIZ
domain-
containing
protein	2

38.223321 NaN NaN 40997131 MNPMNPMKPALPPAPHGDGSFAYE
SVPWQQSATQPAGSLSVVTTVWGVG
NATQSQVLGNPMGPAGSPPGGSMM
PGVAGGSSALTSPQCLGQQAFAEGG
ASKSYVQQGVYGRGSYPGGSSFTTG
YAGGPAGLGLPTHAARPSTDFTQAA
AAAAMAAAAATATATATATVAALQE
KQSQELSQYGAMGTGQSFNSQFLQ
HGGPRGPSVPPGMNPSGMGGMMG
PSGLSSMAMTPTRAAGMTPLYAGQR
LPQHGYPGPPQGQPLPRQGIKRAYS
EVYPGQQYLQGGQYAANTAQYAPGP
GQPPGPASSYAGHRLPLQQGMAQSL
SAPGPTGLHYKPTEQFNGQGASFNG
GSISYSQPGLSGPSRSIPGYPSSPLPG
NPTPPMTPSSNVPYMSPSQEVKSPF
LPDLKPGLSSLHPSPSASVHCDELRL
TFPVRDGVVLEPFRLQHNLAVSNHV
FQLRDSVYKTLMLRPDLELQFKCYH
HEDRQMNTNWPASVQVSVNATPLS
IERGDNKTSHKPLYLKHVCQPGRNT
IQITVTACCCSHLFVLQLVHRPSVRS
VLQGLLKKRLLPAEHCITKIKRNFSS
GTIPGTPGPNGEDGVEQTAIKVSLKC
PITFRRIQLPARGHDCRHIQCFDLES
YLQLNCERGTWRCPVCNKTALLEGL
EVDQYMLGILIYIQNSDYEEITIDPTC
SWKPVPVKPDLHIKEEPDGPVLKRC
RTVSPAHVLMPSVMEMIAALGPGAA
PFAPLQPPSAPTPSDYPSQGSNFMG
PGTFPESFPSATPTTPNLAEFTQGPP
PISYQSDIPSSLLTPDKSTPCLPGQM
APAGHLDPAHNPGPPGLHTPNLGPT
PGTQLHHPNPSPASRQPLGQPNTGP
ISELAFNPASGMMGPPSMTGAGEAS
EPALDLLPELTNPDELLSYLGPPDLP
TNSSDDLLSLFENN

True False 0.094 4.533 2.056 0.094 False 1.969 False


