UniprotKB . full loglcnac . . . . . lendoplasmic [golgi plasma
D Entry name |organism name oglcnacscore sites phosphorylation sites PMIDS sequence intracellular extracellular|cytosol nucleus mitochndrion reticulum |apparatus membr
Q8CIE6 COPA_MOUSE Mus Coatomer (28.142427 NaN S173;T185;5402;T591;S1193(33300544;29187734;34887587;374 [MLTKFETKSARVKGLSFHPKRPWIL |False True 1.955 |1.459 ([1.302 1.706 5.0 1.269
musculus |subunit 53647;39627609;37507081 TSLHNGVIQLWDYRMCTLIDKFDEH
alpha DGPVRGIDFHKQQPLFVSGGDDYKI

KVWNYKLRRCLFTLLGHLDYIRTTFF
HHEYPWILSASDDQTIRVWNWQSR
TCVCVLTGHNHYVMCAQFHPSEDL
'VVSASLDQTVRVWDISGLRKKNLSP
GAVESDVRGITGVDLFGTTDAVVKH
VLEGHDRGVNWAAFHPTMPLIVSG
ADDRQVKIWRMNESKAWEVDTCRG
HYNNVSCAVFHPRQELILSNSEDKS
IRVWDMSKRTGVQTFRRDHDRFWV
LAAHPNLNLFAAGHDGGMIVFKLER
ERPAYAVHGNMLHYVKDRFLRQLD
FNSSKDVAVMQLRSGSKFPVFNMS
YNPAENAVLLCTRASNLENSTYDLY
TIPKDADSQNPDAPEGKRSSGLTAV
WVARNRFAVLDRMHSLLIKNLKNEI
TKKIQVPNCDEIFYAGTGNLLLRDAD
SITLFDVQQKRTLASVKISKVKYVIW
SADMSHVALLAKHAIVICNRKLDAL
CNIHENIRVKSGAWDESGVFIYTTSN
HIKYAVTTGDHGIIRTLDLPIYVTRVK
GNNVYCLDRECRPRVLTIDPTEFKF
KLALINRKYDEVLHMVRNAKLVGQS
[IAYLQKKGYPEVALHFVKDEKTRFS
LALECGNIEIALEAAKALDDKNCWE
KLGEVALLQGNHQIVEMCYQRTKNF
DKLSFLYLITGNLEKLRKMMKIAEIR
KDMSGHYQNALYLGDVSERVRILKN
CGQKSLAYLSAATHGLDEEAESLKE
TFDPEKETIPDIDPNAKLLQPPAPIM
PLDTNWPLLTVSKGFFEGSIASKGK
GGALAADIDIDTVGTEGWGEDAELQ
LDEDGFVEAPEGLGEDVLGKGQEEG
GGWDVEEDLELPPELDVPSGVSGSA
EDGFFVPPTKGTSPTQIWCNNSQLP
VDHILAGSFETAMRLLHDQVGVIQF
GPYKQLFLQTYARGRTTYQALPCLPS
MYSYPNRNWKDAGLKNGVPAVGLK
LNDLIQRLQLCYQLTTVGKFEEAVEK
FRSILLSVPLLVVDNKQEIAEAQQLIT
ICREYIVGLCMEIERKKLPKETLDQQ
KRICEMAAYFTHSNLQPVHMILVLR
TALNLFFKLKNFKTAATFARRLLELG
PKPEVAQQTRKILSACEKNPTDACQ
LNYDMHNPFDICAASYRPIYRGKPV
EKCPLSGACYSPEFKGQICRVTTVTE
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