UniprotKB Entry name organism (full name oglcnacscore oglcnac p.h osphorylation PMIDS [sequence intracellular |extracellular cytosol nucleus mitochndrion em:.loplasmlc golgi plasma extl.'acellular
ID sites sites reticulum apparatus membrane [region
Q8CIF2 Q8CIF2_MOUSE [Mus 10- 26.09834 NaN NaN 36064721 MKIAVIGQSLFGQEVYCQLRKEGHE |None None None [None None None None None None
musculus |formyltetrahydrofolate \VVGVFTIPDKDGKADPLGLEAEKDG
dehydrogenase IVPVFKFPRWRARGQALPEVVAKYQA

LGAELNVLPFCSQFIPMEVINAPRH
GSIIYHPSLLPRHRGASAINWTLIHG
DKKGGFTIFWADDGLDTGDLLLQKE
CDVLPDDTVSTLYNRFLFPEGIKGM
VQAVRLIAEGTAPRRPQPEEGATYEG
IQKKETAMINWDQPAEAIHNWIRGN
DKVPGAWTEACGQKLTFFNSTLNTS
GLVAQGEALPIPGAHRPGLVTKAGLI
LFGNDDRMLLVKNIQLEDGKMMPA
SQFFKGSASSALELTEEELATAEAVR
SSWMRILPNVPEVEDSTDFFKSGAA
SVDVVRLVEEVKELCDGLELENEDV
YMATTFGDFIQLLVRKLRGEDGESE
CVINYVEKAVKKLTLQMPYQLFIGGE
FVDAEGAKTYSTINPTDGSVICQVSL
AQVSDVDKAVAAAKEAFENGLWGKI
NARDRGRLLYRLADLMEQHQEELA
TIEALDAGAVYTLALKTHVGMSIQTF
RYFAGWCDKIQGATIPINQARPNRN
LTLTKKEPVGVCGIVIPWNYPLMML
SWKTAACLAAGNTVVIKPAQVTPLTA
LKFAELTLKAGIPKGVVNILPGSGSL
IVGQRLSDHPDVRKIGFTGSTEVGKH
IMKSCALSNVKKVSLELGGKSPLIIF
IADCDLNKAVQMGMSSVFFNKGEN
CIAAGRLFVEDSIHDQFVQKVVEEVG
KMKIGNPLDRDTNHGPQNHEAHLR
KLVEYCQRGVKEGATLVCGGNQVPR
PGFFFQPTVFTDVEDHMYIAKEESF
GPIRIISRFADGDVDAVLSRANATEF
GLASGVFTRDINKALYVSDKLQAGTV
FVNTYNKTDVAAPFGGFKQSGFGKD
LGEAALNEYLRIKTVTFEY




