UniprotKB Entry name |organism full name |oglcnacscore oglcnac p.h osphorylation PMIDS |sequence intracellular lextracellular |cytosol nucleus mitochndrion enc'loplasmlc golgi plasma extl:acellular
ID sites sites reticulum apparatus membrane [region
Q8CJF9 IAGO3_MOUSE [Mus Protein 29.125745 NaN S825 39927985 [MEIGSAGPIGAQPLFIVPRRPGYGTM (True False 3.125 |5.0 0.469 False False False False
musculus |argonaute- GKPIKLLANCFQVEIPKIDVYLYEVDI
3 KPDKCPRRVNREVVDSMVQHFKVTI

FGDRRPVYDGKRSLYTANPLPVATT
GVDLDVTLPGEGGKDRPFKVSVKFV
SRVSWHLLHEALAGGTLPEPLELDK
PVSTNPVHAVDVVLRHLPSMKYTPV
GRSFFSAPEGYDHPLGGGREVWFGF
HQSVRPAMWKMMLNIDVSATAFYK
IAQPVIQFMCEVLDIHNIDEQPRPLTD
SHRVKFTKEIKGLKVEVTHCGTMRR
KYRVCNVTRRPASHQTFPLQLENGQ
TVERTVAQYFREKYTLQLKYPHLPCL
QVGQEQKHTYLPLEVCNIVAGQRCI
KKLTDNQTSTMIKATARSAPDRQEEI
SRLVRSANYETDPFVQEFQFKVRDE
MAHVTGRVLPAPMLQYGGRNRTVA
TPSHGVWDMRGKQFHTGVEIKMW
AIACFATQRQCREEILKGFTDQLRKI
SKDAGMPIQGQPCFCKYAQGADSVE
PMFRHLKNTYSGLQLIIVILPGKTPV
'YAEVKRVGDTLLGMATQCVQVKNVI
KTSPQTLSNLCLKINVKLGGINNILV
PHQRPSVFQQPVIFLGADVTHPPAG
DGKKPSIAAVVGSMDAHPSRYCATV
RVQRPRQEIIQDLASMVRELLIQFYK
STRFKPTRIIFYRDGVSEGQFRQVLY
YELLAIREACISLEKDYQPGITYIVVQ
KRHHTRLFCADRTERVGRSGNIPAG
TTVDTDITHPYEFDFYLCSHAGIQGT
SRPSHYHVLWDDNFFTADELQLLTY
QLCHTYVRCTRSVSIPAPAYYAHLVA
FRARYHLVDKEHDSAEGSHVSGQS

NGRDPQALAKAVQIHQDTLRTMYFA




