UniprotKB Entry name organism full oglcnacscore oglcnac p.h osphorylation PMIDS |[sequence intracellular extracellular cytosol nucleus mitochndrion ‘em.l()plasmm golgi plasma extl:acellular
ID mame sites sites reticulum |apparatus membrane region
Q8IMH4 Q8IMH4 DROME |Drosophila  [NaN [30.60235 T14;T229 [NaN 33925313;40245499 MVTQARDQLKSNQTEEELKEVFEGS [NaN NaN NaN |NaN NaN NaN NaN NaN None

melanogaster

CKLIPIKPIQKECIKVADDFLPELVEA
LASQMNPDQVCSVAGLCNSARIDEL
IYKNGIQAGLDGTVQNEDDSSEETEL
AMQPNQLSCGNCNLLSRLMHSKFA
ATDRDDMVETMLHMCGSLSSFSDA
CANIVLTYFNDIYDHVSKHLTTDAVC
HVSGVCASRYHQHEEEKQPQEALV
ALDAGDDIPCELCEQLVKHLRDVLV
ANTTETEFKQVMEGFCKQSKGFKD
ECLSIVDQYYHVIYETLVSKLDANGA
CCMIGICQKNSASSMKDVPIMPLLP
VIEPAQVKITIEKLEKHEKKQLGASE
PKFSQQEILDMQLPIDHLMGAANPG
ALVEGGELCTLCEYMLHFIQETLATP
STDDEIKHTVENICAKLPSGVAGQCR
NFVEMYGDAVIALLVQGLNPRDVCP
LMQMCPKNLPKKEDVEVFNPQPAS
DEQDPPTCPLCLFAVEQAQMKIRDN
KSKDNIKKVLNGLCSHLPNEIKEEC
IVDFVNTYSNELIDMLITDFKPQEICV
QLKLCPKTTYALWDLRISLEDDVDG
EDKSSSEEISFNDIESLEELPPQLAF
DPGFTAAPNCLICEELVKTLEKRMG
KHPTRDSIKHILEESCDRMRKPMNT
KCHKVIDKYGDKIADLLLKEMDPKLI
CTELGMCILADLDDLEVDEALKYDVI
ALPRQDNKLSSSIKEPPTCVLCEFIM
TKLDADLKNKTEQDDIKRAIEAVCN
RLPATVRKQCDTFVDGYASAVLKLLS
DVPPKQVCQKLQLCFSVAVTDEVLE
CGVCHGVTQALLPFLREKKDNVSEV
TALQMTSVGCENLPAKYYKICSEMIS
IYGSSIKNLAKRPYIDQSHICAEIGKC
FESEKSSLAFARISA




